Table S5. Comparison of clock rates from different experiments
	Taxon
	Citation
	Clock rate (95% CI)

	Helicobacter pylori experimental infection
	1
	2.5 × 10-5 (0.5 - 6.5 × 10-5)

	Staphylococcus aureus (ST239)
	2
	3.3 × 10-6 (2.5 - 4.0 × 10-6)

	Streptococcus pneumoniae (ST81)
	3
	1.6 × 10-6 (1.3 - 1.9 × 10-6)

	Helicobacter pylori Sequential isolates (MLST)
	4
	1.4 × 10-6 (0.9 – 1.9 × 10-6)

	Vibrio cholerae (7th pandemic)
	5
	8.3 × 10-7 

	Burkholderia dolosa
	6
	3.0 × 10-7

	Helicobacter pylori over 50,000 years (MLST)
	4
	2.6 × 10-7(1.8 - 3.6 × 10-7)

	Buchnera aphidicola
	7
	2.2 × 10-7 

	S. enterica serovar Agona Relaxed Constant 
	Current study
	1.4 × 10-7(8.6 × 10 -8 - 2.1 ×10-7) 

	S. enterica serovar Agona Strict Constant
	Current study
	1.3 × 10-7 (1.1 - 1.7 ×10-7) 

	Mycobacterium tuberculosis
	8
	8.8 × 10-8 - 1.3 × 10-7

	S. enterica serovar Agona Relaxed GMRF
	Current study
	9.3 × 10-8 (5.7 × 10-8 - 1.3 ×10-7)

	Clostridium difficile
	9
	2.5 × 10-9 - 1.5 × 10-8

	Yersinia pestis
	10 
	8.6 × 10-9
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