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Supplementary figure 4

A) PCoA based on Bray-Curtis distance
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Supplementary figure 4 Figure A) Global microbiota protile as observed by unconstrained ordination (PCoA) on Bray-Curtis distance measure.
B)Constrained ordination i.c. distance based redundancy analysis (dbRDA) on Bray- Curtis shows global profile best explained by BMD measures.
Significantdifference in a-diversity between the groups was not observed in C) Chaol and D) Phylogenetic distance.
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Supplementary figure 1 Variables associated with BMD subject groups. Pairwise comparison of the clinical and BMI
data across groups identifies significant alterations in clinical measurements in osteoporosis group and osteopenia
compared to the normal BMD group. The violin plots show the distribution of the significant meta-data within each
group. Total Vitamin D and Vitamin D3 levels are increased in osteoporosis group and osteopenia compared to normal
BMD, whilst bone mineral density related measurements, BMI and other anthropometric measures are reduced.

BMI, body mass index; BMD, bone mineral density; AP spine, antero-posterior spine; Total 25(OH)D, total vitamin
D; 25(0OH)D3, vitamin D3

kR <0.0005, **° <0.005,  ** < 0.05 (P-adjusted)
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Supplementary figure 2
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Supplementary figure 2 Consumption of Calcium supplements (A) and Bisphosphonate medication (B) in the normal BMD controls, osteopenia

and osteoporosis individuals.
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Supplementary figure 3

A) Mean relative abundance at phylum level
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B)  Mean relative abundance of 20 most abundant genera
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Supplementary figure 3 Composition of bacteria at phylum level (A) and the 20 most

abundant genera (B) in normal BMD, osteopenia and osteoporosis individuals shows similar

composition between the groups




