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Cgigas A CTGT C CCT CCAGA CAGAGGTCGACG: TCCTTI GAACAGCCG ACCGAC GTGAAAATGGC AAACGT! CGC
Cvirginica Al CTGA C CCT, TCAGA] CAGAGGTCGATG TCCTT AAACCGCCG ACCGAC CTGAAGATGGC AAATGT] CGC
Magalloprovinciali:G! CTTG G ATC AAGGT| CAGGATCC AACC T GAACCCCCA] GATCAG ATGC TGGACAC CAAAGT, CAC
Bplatifrons G| CTAG G ATA! TAGAT] GAACGCCC TGTTT - -ACTGCGA G TACAA ATGATAAATAC CAAAGT, CAT
Pmartensii.2 G TTCA C TTC TCAGA GAACTTCC CACGT] GGGCAGAAG TCTGCA ATGTTTAGCGT| GAATGT, ccc
Myessoensis G GTTG C ATG ACAAC ACCCGTCC AATATI GGACGGTGA ACAAGT! ATGCAGGAATC CAACGT CGC
Reference PositionsGCCGCCGCUGUACUGACCACCGCCUCCGGUCAGACCUGUCAGCGUCCG__ _CCUACUUGGCGAACAGCCGACGGAACCGACCCGAUGAAGAUCGCGCGAGGAAAUGUGACAGUGGUGGCGC
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Cgigas TCTAATCTTTC TTGACAG TGCCAAGAC TCAACACAGACT, AGAC TACTGTCAAACACCTGTAGACTCCACCAACGAETCTGTC ACAGTGTCGTGCAGTCAG TGGG TCTTGAC
Cvirginica TCTAATATGTC TTGACAGTGTTCAGACCAGCAAGACACC AAAC TCTTGACAGGCTCCAATTGACTCCACTGTCAATTCTCTC ACAGTGACAGTCGATCAGAGGAGCTTGAC
MagalloprovincialilCCATC TTTGAAC TGACAC TGC TCAGGACAACACTATGAG ACGT ACTTGACCTAGTTCT---GGTCGTAGGTCAACCAGAAC TTGACAATGTCACACTGTTGG TAATGAC TGAC
Bplatifrons ACC TC TC TGAAC TGACAC TGTTC TGGACAAAATCATCAA ATGT TCATGACCTATCTCA- - - AGAAGTGGAAACCA| GACTC ACAATGTCAGACTATTGACAATGATTGAC
Pmartensii AGCGATC TC TCC TGACAGTGCCAGACGCAAAAT- - -ATC ACAT TCTTGACAAGAGGAA- - -CCCGGGCAGGATGCEGGCGTATGACATTGTCAGGAGATCAGCAACGACTGAC
Myessoensis TCAGACGTAATTTGACAGTGCGACGGCCAGGAAGACGCG AAAT ACGTGACAGAGTCTG- - - TTCGGTCATCCGGAEGGCACC

ACAGTGTCAC TCCGTCAGCACGGACTGAC
_GACGGUAAGGACGACGGCGUCUGACAGUGUCAGGCGAUCAGCAACGACUGAC

Reference PositionsACCGAUCUGUCCUGACAGUGCCAAGGCCAAAAA_A_ACCACAGACAUCUGAUCUUGACAAAAUCCA _
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Secondary Structure.




