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Table S1. Metagenomic data used in the comparison. 
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Figure S1. Taxonomic assignment of Archaea (upper) and Bacteria (lower) in halite 
metagenome. Horizontal axis: D – Domain, K – Kingdom, P – Phylum, C – Class, O – Order, 
F – Family, G – Genus, S – Species. 
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Figure S2. Biophysical properties of the predicted proteomes across Kingdoms in the metagenomic 

sequences from Atacama Desert halites. (A) Charge in total proteome, (B) pI in total proteome, (C) 

Kyte-Doolittle Hydrophobicity (H_KD) index in total proteome. 
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Figure S3. Pathway enrichment analysis related to photosynthesis. Red boxes represent 

enzymes found in the halite’s metagenome. 
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Figure S4. Pathway enrichment analysis related to Carbon fixation mechanisms in 

photosynthetic organisms. Red boxes represent enzymes found in the halite’s metagenome. 
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Figure S5. Pathway enrichment analysis related to Carbon fixation mechanisms in prokaryotes. 

Red boxes represent enzymes found in the halite’s metagenome. 
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Figure S6. Pathway enrichment analysis related to Nitrogen metabolism. Red boxes 

represent enzymes found in the halite’s metagenome. 
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Figure S7. Pathway enrichment analysis related to Sulfur metabolism. Red boxes represent 

enzymes found in the halite’s metagenome. 
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Figure S8. (A) Location of Salar Grande at Atacama Desert, Chile. (B) Panoramic view of halites in 
Salar Grande. Halites rocks are marked with black arrows. (C) Fractured halite rock. Green zone 
represents endolithic microbial colonization. (D, E and F) Different views of Atacama Desert halite 
rocks. 

 


