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*MCS, multiple cloning site. Apr, ampicillin resistant. Clr, chloramphenicol resistance. PL, pediocin PA-1 leader sequence fusion gene. 
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Supplementary Table 1. Vectors Used

Plasmid Characteristics

Plasmid with T7/ac promoter for gene
pETcoco™  expression and araC-P,,, promoter for

amplification. Ap".
APC2313 pMPB1, pETcoco™-2 with modified MCS. Ap".
APC2666 pMPB1, pedApedD. Ap'.
APC3139 pPMPB1, ped20336pedD. Ap'.
APC3140 pMPB1, renApedD. Ap'.
APC3141 pMPB1, PLrenApedD. Ap'.
APC3142 pMPB1, renBpedD. Ap'.
APC3143 pMPB1, PLrenBpedD. Ap'.
APC3144 pMPB1, hrdApedD. Ap'.
APC3145 PMPBL, PLArdApedD. Ap'.
APC3146 pMPB1, aglApedD. Ap'.
APC3147 pMPB1, PLaglApedD. Ap'.
APC3148 pMPB1, rumApedD. Ap'.
APC3149 pMPB1, PLrumApedD. Ap'.
APC3150 pMPB1, aquApedD. Ap'.
APC3151 PMPB1, PLaquApedD. Ap'.
APC3152 pMPB1, penApedD. Ap'.
APC3153 pPMPB1, PLpenApedD. Ap'.
APC3154 pPMPB1, futApedD. Ap'.
APC3155 PMPBL, PLfutApedD. Ap'.
APC3156 pMPB1, acdApedD. Ap'.
APC3157 PMPB1, PLacdApedD. Ap'.
APC3489 pNZ44, MCs, CIr
APC3490 pNZ44, pedApedD. CI.
APC2328 pNZ44, ped20336pedD. CIr.
APC2622 pNZ44, PLrenApedD.CI",
APC2623 pNZ44, PLrenBpedD.Cl",
APC2763 pNZ44, PLhrdApedD. C'.
APC2764 pNZ44, PLagiApedD. CIr.
APC3349 pNZ44, PLrumApedD. CI,
APC3639 pNZ44, PLaquApedD.Cl".
APC3488 pNZ44, PLpenApedD. Cl'.
APC3640 pNZ44, PLfutApedD.Cl".
APC3641 pNZ44, PLacdApedD. Cl".
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Supplementary Table 2. Bacterial Strains and Growth Conditions

Growth Temperature

Species Strain Media (°C) Conditions
Bacteriocin Encoding Strains

Lactobacillus acidipiscis DSM 15836 MRS 30 Anaerobic
L. agilis DSM 20509 MRS 37 Anaerobic
L. aguaticus DSM 21051 MRS 37 Anaerobic
L. futsaii JCM 17355 MRS 30 Aerobic

L. hordei DSM 19519 MRS 30 Anaerobic
L. rennini DSM 20253 AAM 30 Aerobic

L. ruminis DSM 20403 MRS 37 Anaerobic
Pediococcus acidilactici LMG 2351 MRS 30 Aerobic

P. pentosaceus DSM 20336 MRS 30 Aerobic
Host Strains

Escherichia coli HSTO8 Stellar™ LB 37 Aerobic

E. coli BL21Turner™(DE3) LB 37 Aerobic
L. paracasei NCC 338 mMRS 37 Anaerobic
Indicator Strains

Bacillus cereus DPC 6087 BHI 37 Aerobic
Enterococcus faecalis LMG 7397 MRS 37 Anaerobic
E. faecium DPC 4898 MRS 37 Anaerobic
E. saccharolyticus DPC 4902 MRS 37 Anaerobic
E.mundtii LMG 10748 MRS 37 Anaerobic
Lactobacillus amylophilus DSM 20509 MRS 30 Aerobic

L. amylovorus DSM 20531 MRS 37 Anaerobic
L. apodemi DSM 16654 MRS 37 Anaerobic
L. bulgaricus LMG 6901 MRS 37 Anaerobic
L. crustorum JCM 15951 MRS 30 Aerobic

L. delbrueckii indicus DSM 15996 MRS 37 Anaerobic
L. delbrueckii lactis LMG 7942 MRS 37 Anaerobic
L. farraginis DSM 18382 MRS 30 Anaerobic
L. ingluvei DSM 15946 MRS 37 Anaerobic
L. intestinalis DSM 6629 MRS 37 Aerobic

L. kimchicus JCM 15530 MRS 37 Aerobic

L. mali DSM 20444 MRS 30 Aerobic

L. nodensis DSM 16982 MRS 30 Anaerobic
L. paralimentarius DSM 13961 MRS 30 Anaerobic
L. plantarum DSM 13273 MRS 37 Aerobic
L. salivarius DPC 6502 MRS 37 Anaerobic
Leuconostoc fallax DSM 20189 MRS 30 Aerobic
Listeria innocua DPC 3572 BHI 37 Aerobic
Li. monocytogenes DPC 6893 BHI 37 Aerobic
Li. monocytogenes DPC 6894 BHI 37 Aerobic
Li. monocytogenes WSL 1416 BHI 37 Aerobic
Pseudomonas aeruginosa APC 2064 BHI 37 Aerobic
Pediococcus ethanolidurans DSM 22301 MRS 37 Anaerobic
P. stilesii DSM 18001 MRS 30 Anaerobic
P. clausenii DSM 14800 MRS 30 Aerobic
Staphylococcus aureus C55 BHI 37 Aerobic

Saimonelia typhimurium LT2 BHI 37 Aerobic
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Supplementary Table 3. Primers Used

Primer Name

Sequence

pMPB1 pedA Fwl
pedApedD Rvl
pMPB1 renA Fwl
renApedD Rvl
pMPB1 penA Fwl
penApedD Rvl
pMPB1 hrdAFw1
hrdApedD Rvl
pMPB1 acdA Fwl
acdApedD Rvl
pMPB1 futA Fwl
futApedD Rvl
pMPB1 aglA Fwl
aglApedD Rvl
pMPB1 aquA Fwl
aquApedD Rvl
pMPB1 rumA Fwl
rumApedD Rvl
pMPB1 pedD Fwl
pMPB1 pedD Rvl
pNZ44 pedA Fwl
pNZ44 pedD Rvl
Recursive Primers
pMPB1 PedL Fwl
PLrenA Rv2
PLrenA Fw3
PLrenApedD Rv4
PLpenA Rv2
PLpenA Fw3
PLpenApedD Rv4
PLhrdA Rv2
PLhrdA Fw3
PLhrdApedD Rv4
PLacdARv2
PLacdA Fw3
PLacdApedD Rv4
PLfutA Rv2
PLfutA Fw3
PLfutApedD Rv4
PLaglA Rv2
PLaglA Fw3
PLaglApedD Rv4
PLaquA Rv2
PLaquA Fw3
PLaquApedD Rv4
PLrumARv2
PLrumA Fw3
PLrumApedD Rv4

AGAAGGAGATATAAGCATGAAAAAAATTGAAAAATTAACTG
CAAAACCATATTAACCAGGTGATTATTGATGCCAGCTCAG
AGAAGGAGATATAAGCATG TTAAGTAAAGAAGAGCTAAC
CAAAACCATATTAACCAGGTGATTAGCATTTATGATTTCC
AGAAGGAGATATAAGCATGACTGAAATTAAAGTACTAAACG
CAAAACCATATTAACCAGGTGATTATCTATGTGCCCAAGGCCCG
AGAAGGAGATATAAGCATGAAGAAAGAAATAGAATTGTCAG
CAAAACCATATTAACCAGGTGATTAACAATTACCATGGCCAAAATTTG
AGAAGGAGATATAAGCCTATCTTTAGAAGAGTCTAGTAG
CAAAACCATATTAACCAGGTGATTAATGTCGGCCTACTCCAGCAG
AGAAGGAGATATAAGCATGAAAGGGAGATATGTCAATATG
CAAAACCATATTAACCAGGTGATTAATGTTGGCGTAATCCTGTTAATC
AGAAGGAGATATAAGCATGAGTGATAAAATGGAAAACAAG
CAAAACCATATTAACCAGGTGATTAGCAGTTACCATGACCAAAGTTG
AGAAGGAGATATAAGCATGAATGGAGGAAAAAATTATGG
CAAAACCATATTAACCAGGTGATTACTTGCTTTTCCATCCTGCAG
AGAAGGAGATATAAGCATGAGACAACTTTCCGAAAAAG
CAAAACCATATTAACCAGGTGATTAGCAATGGCCGATTGTAGCC
TCACCTGGTTAATATGGTTTTGTAACCAATGTAAAAGG
GCTCGAGTGCGGCCTAGGCTATTCTTGATTATGAATTAACC
GGAGGCGCTTCCATGAAAAAAATTGAAAAATTAACTG
GGTTCAAAGAAAGCTCTATTCTTGATTATGAATTAACC

AGAAGGAGATATAAGCATGAAAAAAATTGAAAAATTAACTGAAAAAGAAATGGCCAATATCATTGGTGG
CAACCGAGCAAGAATGCTTACTACACGAAACACCATTGCCATAATATTTACCACCAATGATATTGGCC
GCATTCTTGCTCGGTTGACTGGGGTAAAGCTTTGACTTGTACCATTAATAATGGTGCAATGGCTTGG
CCATATTAACCAGGTGATTAGCATTTATGATTTCCTTGGTGACCACCTGTGGTCCAAGCCATTGCACCAT
CCACATAGCAAGTCTTTTTACCACAATGCACTCCGTTACCGTAATACTTACCACCAATGATATTGGCC
AAAAGACTTGCTATGTGGACTGGGGACAAGCTACAGCTAGCATTGGAAAAATTATAGTGAACGGATGG
CCATATTAACCAGGTGATTATCTATGTGCCCAAGGCCCGTGTTGTGTCCATCCGTTCACTATAAT
CCATGTTTCTTTGTACAGCTAACTCCATTTCCATAGTATTTCCCACCAATGATATTGGCC
CTGTACAAAGAAACATGGTTGCAAAGTAAATTGGGGACAAGCTTTCACTTGCAGCGTTAATCGT
CCATATTAACCAGGTGATTAACAATTACCATGGCCAAAATTTGCAAAACGATTAACGCTGCAAGT
CCCCAATTAATATATGGTTTTCCATGTTTAGG AATATGAAG ACCATTACCATAGTATTTGCCACCAATGATATTGGCC
ACCATATATTAATTGGGGACAAGCTATACAATCAATAGGCAAAATTTCATACCATGGTTGGGTTAATGGT
CCATATTAACCAGGTGATTAATGTCGGCCTACTCCAGCAGCGCCACTAGTTATACCATTAACCCAACCATG
CCAGTTTACTTTACATGTATGTTTTCCACAAGAAACTCCGTTACCGTAGTACTTACCACCAATGATATTGGCC
ACATGTAAAGTAAACTGGGGACAAGCCTGGAACGAAAGTGTTAATCGTTGGGGTAATTCATGGGT
CCATATTAACCAGGTGATTAATG TTGGCGTAATCCTGTTAATCCATTTACCCATGAATTACCCCAA
CTTATGTTTGCCACAAGTAATACCG TTACCATAATATCTACTTCCACCAATGATATTGGCC
ACTTGTGGCAAACATAAGTGCACAGTTAACTGGGGGCAAGCTTGGACTTGCGGAGTTAAC
CCATATTAACCAGGTGATTAGCAGTTACCATGACCAAAGTTGGCAAGGCGGTTAACTCCGCAAGTCCA
CTACTTTATAACCATGCTTTTTTGTACAGTAGACTCCATTTCCATAATTTTTTCCACCAATGATATTGGCC
GCATGGTTATAAAGTAGACTGGGGACAGGCTTGGTCAATTATTGGGAACAATTCGGCAGCGAATTCG
CCATATTAACCAGGTGATTACTTGCTTTTCCATCCTGCAGCTCCACGAGTTGTCGAATTCGCTGCCGAATT
CACGCGGCACTTGTGCTTGCCGCAGTAAACGCCGTTTCCATAATACTTGCCACCAATGATATTGGCC
AAGCACAAGTGCCGCGTGGACTGGGGACAGGCATGGGGATGCAGTGTCAACAGATGGGGCGCCGCAGTA
CCATATTAACCAGGTGATTAGCAATGGCCGATTGTAGCCTTGCCGCCGGTTCCTACTGCGGCGCCCCATCT





