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[bookmark: _Hlk97807772]Supplementary Fig. S1. The region of proghage elements in the F. penangensis ML061-4 genome using PHASTEST.
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[bookmark: _Hlk97807783][bookmark: _Hlk97805445]Supplementary Fig. S2. Proghage region in the F. penangensis ML061-4 genome.
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Supplementary Fig. S3. Antiviral defence systems detected in the genome of F. penangensis ML061-4 
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Sequence length: 2,159,127 bps
Number of phage regions found: 1
Total number of genes found: 2,133
Number of phage genes found: 12
Number of bacterial genes found: 2,121
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