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Supplementary Table S1. Diffrrentially expressed genes between head skin infected with Gyrodactylus bullatarudis and head skin non infected guppy samples (padj < 0.1). Sign of logFC shows direction of change of expression (positive - downregulation in infected samples; negative - upregulation in infected samples). 
	GeneID
	Gene name
	baseMean
	log2FC
	pvalue
	padj

	LOC103467556
	arachidonate 15-lipoxygenase B-like
	2358.78
	-8.80
	1.21E-09
	2.87E-05

	LOC103464049
	trypsin-3-like (pseudogene)
	116.12
	-3.34
	2.15E-08
	2.55E-04

	LOC108165719
	uncharacterized LOC108165719
	63.72
	20.28
	9.12E-08
	7.21E-04

	LOC103472800
	secretagogin-like
	22.18
	-4.37
	7.19E-06
	4.26E-02

	LOC103470497
	ecto-ADP-ribosyltransferase 5-like
	13.37
	-2.44
	2.95E-05
	8.74E-02

	LOC103471473
	homeobox protein EMX1-like
	117.55
	-1.50
	2.87E-05
	8.74E-02

	LOC103472663
	eomesodermin-like isoform X1
	56.72
	-3.27
	2.10E-05
	8.74E-02

	dnmbp
	dynamin-binding protein isoform X1
	376.28
	0.42
	2.93E-05
	8.74E-02



Supplementary Table S2. Differentially expressed genes between infected with Gyrodactylus bullatarudis fins and non infected fins of guppies (padj < 0.1). Sign of logFC shows direction of change in expression (positive - downregulation in infected samples; negative - upregulation in infected samples). 
	GeneID
	Gene name
	baseMean
	log2FC
	pvalue
	padj

	LOC103467556
	arachidonate 15-lipoxygenase B-like 
	2358.78
	-7.66
	1.82E-14
	3.81E-10

	LOC103464049
	trypsin-3-like (pseudogene)
	116.12
	-6.95
	3.56E-12
	3.73E-08

	LOC103477569
	interleukin-21 receptor-like
	86.01
	-6.15
	7.90E-10
	5.52E-06

	LOC103480175
	ependymin-like
	175.04
	6.07
	1.28E-09
	5.78E-06

	LOC108166861
	ubiquitin carboxyl-terminal hydrolase 19-like
	10.34
	-6.06
	1.38E-09
	5.78E-06

	LOC108166862
	ubiquitin carboxyl-terminal hydrolase 12-like
	9.60
	-6.02
	1.73E-09
	6.04E-06

	LOC103475996
	E3 ubiquitin-protein ligase RNF19A-like
	10.06
	-5.93
	3.10E-09
	9.29E-06

	LOC103474665
	keratin, type I cytoskeletal 18-like
	131.81
	-5.61
	1.99E-08
	4.63E-05

	LOC108166305
	uncharacterized protein LOC108166305
	14.52
	5.62
	1.90E-08
	4.63E-05

	LOC103461649
	transient receptor potential cation channel subfamily M member 2-like
	159.68
	-5.53
	3.16E-08
	6.61E-05

	gata3
	trans-acting T-cell-specific transcription factor GATA-3
	256.53
	-5.45
	5.11E-08
	9.73E-05

	mfge8
	lactadherin
	117.40
	-5.39
	6.92E-08
	1.21E-04

	stra6
	stimulated by retinoic acid gene 6 protein homolog
	37.70
	5.37
	8.09E-08
	1.30E-04

	LOC103479265
	C-C motif chemokine 20
	124.37
	-5.32
	1.02E-07
	1.53E-04

	LOC103465551
	ras-related protein Rab-7a-like
	316.67
	5.13
	2.86E-07
	3.97E-04

	LOC103470919
	SH2 domain-containing protein 1A-like
	24.05
	-5.11
	3.22E-07
	3.97E-04

	LOC103474644
	intermediate filament protein ON3-like
	84.23
	-5.12
	3.13E-07
	3.97E-04

	LOC103465817
	interleukin-17 receptor A-like
	18.13
	-4.97
	6.57E-07
	7.65E-04

	LOC103465135
	solute carrier family 2, facilitated glucose transporter member 9-like
	52.14
	4.90
	9.46E-07
	1.04E-03

	LOC103470067
	lymphocyte antigen 6G-like
	548.55
	-4.85
	1.25E-06
	1.29E-03

	LOC103479273
	G-protein coupled receptor 35
	27.38
	-4.84
	1.29E-06
	1.29E-03

	LOC103460214
	erythroid transcription factor-like
	156.29
	4.82
	1.45E-06
	1.38E-03

	LOC103480429
	interleukin-1 receptor-like 1
	32.84
	-4.76
	1.95E-06
	1.64E-03

	rnf19a
	E3 ubiquitin-protein ligase RNF19A
	144.27
	-4.77
	1.89E-06
	1.64E-03

	zdhhc2
	palmitoyltransferase ZDHHC2
	167.31
	4.76
	1.95E-06
	1.64E-03

	LOC103470355
	solute carrier family 2, facilitated glucose transporter member 11-like
	80.75
	4.74
	2.10E-06
	1.69E-03

	LOC103460757
	uncharacterized LOC103460757 (ncRNA)
	56.51
	-4.71
	2.50E-06
	1.83E-03

	LOC103467282
	adenosine receptor A1-like
	89.35
	-4.71
	2.48E-06
	1.83E-03

	lcn2
	neutrophil gelatinase-associated lipocalin
	22.57
	-4.71
	2.53E-06
	1.83E-03

	LOC103463524
	C-C motif chemokine 17-like
	171.07
	4.68
	2.81E-06
	1.97E-03

	myl3
	myosin light chain 3
	769.73
	4.67
	2.99E-06
	2.02E-03

	LOC103474778
	collagenase 3-like
	294.24
	-4.66
	3.22E-06
	2.10E-03

	bscl2
	seipin
	70.62
	4.65
	3.31E-06
	2.10E-03

	LOC103463687
	midnolin-like
	72.69
	-4.63
	3.72E-06
	2.25E-03

	il13ra1
	interleukin-13 receptor subunit alpha-1
	446.14
	-4.62
	3.76E-06
	2.25E-03

	LOC103460273
	uncharacterized protein LOC103460273
	51.02
	4.62
	3.89E-06
	2.26E-03

	LOC103461814
	C-X-C chemokine receptor type 1-like
	21.06
	-4.61
	4.04E-06
	2.29E-03

	clg9h2orf68
	UPF0561 protein C2orf68 homolog
	408.16
	4.59
	4.53E-06
	2.50E-03

	LOC103456531
	retinol dehydrogenase 12-like
	326.31
	4.58
	4.72E-06
	2.54E-03

	LOC108165926
	sodium/hydrogen exchanger 5-like, partial
	15.61
	4.48
	7.47E-06
	3.92E-03

	LOC103478364
	C-C chemokine receptor type 2-like
	24.21
	-4.47
	7.91E-06
	3.97E-03

	snrk
	SNF-related serine/threonine-protein kinase
	68.09
	-4.47
	7.96E-06
	3.97E-03

	LOC103463544
	ubiquitin-conjugating enzyme E2 R2-like
	559.50
	-4.45
	8.45E-06
	4.12E-03

	tyr
	tyrosinase
	84.35
	4.45
	8.69E-06
	4.14E-03

	LOC103457117
	protein NLRC3-like
	35.92
	-4.43
	9.33E-06
	4.34E-03

	spdef
	SAM pointed domain-containing Ets transcription factor
	20.33
	-4.40
	1.08E-05
	4.90E-03

	myof
	myoferlin
	527.11
	-4.39
	1.12E-05
	4.98E-03

	LOC103470227
	putative defense protein Hdd11-like
	123.13
	4.37
	1.23E-05
	5.37E-03

	itch
	E3 ubiquitin-protein ligase Itchy homolog
	247.04
	-4.35
	1.33E-05
	5.71E-03

	LOC103464970
	myosin regulatory light chain 2, ventricular/cardiac muscle
	99.83
	4.35
	1.39E-05
	5.82E-03

	LOC103466580
	transient receptor potential cation channel subfamily M member 1
	46.45
	4.32
	1.54E-05
	6.33E-03

	LOC108166442
	ubiquitin carboxyl-terminal hydrolase 11-like
	43.05
	-4.29
	1.81E-05
	7.29E-03

	LOC103459589
	cell surface glycoprotein CD200 receptor 1-like
	95.19
	-4.25
	2.12E-05
	7.78E-03

	LOC103468073
	galactose-specific lectin nattectin-like
	239.92
	-4.26
	2.02E-05
	7.78E-03

	LOC103475386
	cytokine receptor common subunit gamma-like
	320.02
	-4.27
	1.99E-05
	7.78E-03

	LOC103482380
	C-C chemokine receptor type 1-like
	32.88
	-4.25
	2.10E-05
	7.78E-03

	tmem134
	transmembrane protein 134
	164.08
	4.26
	2.07E-05
	7.78E-03

	fosb
	protein fosB
	141.01
	-4.23
	2.29E-05
	8.14E-03

	lonrf1
	LON peptidase N-terminal domain and RING finger protein 1
	176.25
	-4.23
	2.33E-05
	8.14E-03

	rttn
	rotatin
	90.61
	-4.23
	2.37E-05
	8.14E-03

	vwde
	von Willebrand factor D and EGF domain-containing protein
	26.15
	4.24
	2.26E-05
	8.14E-03

	acp5
	tartrate-resistant acid phosphatase type 5
	734.26
	-4.21
	2.58E-05
	8.57E-03

	per2
	period circadian protein homolog 2
	271.98
	-4.21
	2.56E-05
	8.57E-03

	LOC103469909
	ras-related protein Rab-27B-like
	34.06
	4.19
	2.81E-05
	9.19E-03

	arhgap9
	rho GTPase-activating protein 9
	139.12
	-4.18
	2.86E-05
	9.21E-03

	LOC103457563
	pro-opiomelanocortin-like
	11.90
	4.15
	3.33E-05
	1.06E-02

	dyrk3
	dual specificity tyrosine-phosphorylation-regulated kinase 3
	99.33
	-4.14
	3.54E-05
	1.11E-02

	LOC103460644
	peptidase inhibitor 16-like
	410.15
	4.12
	3.77E-05
	1.16E-02

	LOC103469176
	Ig heavy chain V region 5A-like (other)
	5.92
	-4.11
	3.92E-05
	1.17E-02

	LOC103471987
	uncharacterized protein LOC103471987
	112.32
	-4.11
	3.91E-05
	1.17E-02

	cav1
	caveolin-1
	403.88
	-4.10
	4.11E-05
	1.21E-02

	map3k11
	mitogen-activated protein kinase kinase kinase 11
	33.57
	-4.09
	4.39E-05
	1.28E-02

	LOC103463376
	regulator of G-protein signaling 5-like
	475.78
	4.05
	5.06E-05
	1.39E-02

	LOC103473329
	interleukin-31 receptor subunit alpha-like
	39.26
	-4.06
	4.99E-05
	1.39E-02

	LOC103475607
	ras-related protein Rab-34-like
	35.46
	4.05
	5.02E-05
	1.39E-02

	mxd4
	max dimerization protein 4
	45.31
	-4.06
	5.01E-05
	1.39E-02

	LOC103472866
	major histocompatibility complex class I-related gene protein-like
	29.53
	-4.04
	5.25E-05
	1.43E-02

	LOC103481615
	corticotropin-releasing factor receptor 1-like
	72.44
	4.03
	5.54E-05
	1.47E-02

	LOC108166000
	type-2 ice-structuring protein-like
	305.11
	-4.03
	5.54E-05
	1.47E-02

	tmem130
	transmembrane protein 130, partial
	94.81
	4.01
	6.13E-05
	1.61E-02

	LOC103460276
	uncharacterized protein LOC103460276
	53.59
	3.99
	6.59E-05
	1.70E-02

	pax7
	paired box protein Pax-7
	121.91
	3.97
	7.18E-05
	1.83E-02

	znfx1
	NFX1-type zinc finger-containing protein 1
	294.25
	-3.97
	7.28E-05
	1.84E-02

	LOC103464626
	myosin heavy chain, fast skeletal muscle-like (pseudogene)
	6294.34
	3.95
	7.91E-05
	1.95E-02

	LOC103469428
	melanoregulin-like
	141.22
	3.94
	8.00E-05
	1.95E-02

	LOC103479906
	cathepsin Z-like
	63.54
	3.95
	7.98E-05
	1.95E-02

	dync1li2
	cytoplasmic dynein 1 light intermediate chain 2
	1132.04
	3.94
	8.11E-05
	1.95E-02

	LOC103456801
	ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase 1-like
	42.75
	3.93
	8.46E-05
	2.01E-02

	LOC103469511
	serine/threonine-protein kinase TAO2-like
	253.36
	-3.93
	8.64E-05
	2.03E-02

	frem2
	FRAS1-related extracellular matrix protein 2
	45.97
	3.91
	9.11E-05
	2.10E-02

	sln
	sarcolipin
	401.88
	3.91
	9.09E-05
	2.10E-02

	LOC103460599
	coronin-7-like
	296.28
	-3.91
	9.42E-05
	2.10E-02

	LOC108166694
	beta-2-microglobulin-like, partial
	82.18
	-3.91
	9.32E-05
	2.10E-02

	casz1
	zinc finger protein castor homolog 1
	226.28
	-3.91
	9.33E-05
	2.10E-02

	LOC103459481
	troponin T, cardiac muscle isoforms-like
	572.94
	3.88
	1.03E-04
	2.23E-02

	LOC103462567
	5-hydroxyisourate hydrolase-like
	32.58
	3.89
	1.01E-04
	2.23E-02

	LOC108166282
	heavy metal-binding protein HIP-like
	195.21
	-3.88
	1.03E-04
	2.23E-02

	LOC103465819
	troponin I, slow skeletal muscle-like
	237.78
	3.87
	1.10E-04
	2.32E-02

	LOC103478004
	lymphocyte activation gene 3 protein
	102.68
	-3.87
	1.11E-04
	2.32E-02

	LOC108167015
	fucolectin-4-like
	35.13
	-3.87
	1.10E-04
	2.32E-02

	LOC103476520
	solute carrier family 2, facilitated glucose transporter member 5-like
	36.55
	3.86
	1.13E-04
	2.33E-02

	card11
	caspase recruitment domain-containing protein 11
	202.45
	-3.86
	1.14E-04
	2.33E-02

	plcd1
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-1
	1044.51
	-3.86
	1.15E-04
	2.33E-02

	LOC103467596
	cadherin-like protein 26
	28.54
	-3.85
	1.17E-04
	2.35E-02

	LOC103474069
	NACHT, LRR and PYD domains-containing protein 12-like
	87.09
	-3.84
	1.22E-04
	2.44E-02

	LOC103459850
	arachidonate 15-lipoxygenase B-like
	46.63
	-3.82
	1.34E-04
	2.66E-02

	gfi1b
	zinc finger protein Gfi-1b
	8.27
	-3.80
	1.44E-04
	2.81E-02

	folh1b
	putative N-acetylated-alpha-linked acidic dipeptidase
	101.45
	3.79
	1.50E-04
	2.91E-02

	LOC103471929
	transmembrane protein 106B-like
	68.17
	-3.78
	1.54E-04
	2.91E-02

	LOC103482222
	uncharacterized protein LOC103482222
	190.45
	-3.78
	1.54E-04
	2.91E-02

	tab3
	TGF-beta-activated kinase 1 and MAP3K7-binding protein 3
	91.57
	-3.79
	1.54E-04
	2.91E-02

	LOC103458717
	adhesion G-protein coupled receptor G2-like
	32.26
	-3.76
	1.70E-04
	2.97E-02

	LOC103465088
	cadherin-like protein 26
	48.84
	-3.78
	1.59E-04
	2.97E-02

	LOC103469143
	uncharacterized LOC103469143 (ncRNA)
	121.03
	3.76
	1.69E-04
	2.97E-02

	LOC103474897
	DENN domain-containing protein 1B-like
	159.20
	-3.77
	1.61E-04
	2.97E-02

	cited1
	cbp/p300-interacting transactivator 1
	389.02
	3.76
	1.70E-04
	2.97E-02

	fyco1
	FYVE and coiled-coil domain-containing protein 1
	144.60
	-3.76
	1.68E-04
	2.97E-02

	jak3
	tyrosine-protein kinase JAK3
	149.94
	-3.77
	1.62E-04
	2.97E-02

	lmx1b
	LIM homeobox transcription factor 1-beta
	57.47
	3.76
	1.70E-04
	2.97E-02

	rlbp1
	retinaldehyde-binding protein 1
	27.87
	3.77
	1.66E-04
	2.97E-02

	LOC103457376
	synaptotagmin-14-like
	56.60
	3.75
	1.78E-04
	3.05E-02

	LOC103460322
	uncharacterized protein LOC103460322
	48.15
	-3.75
	1.77E-04
	3.05E-02

	rnf207
	RING finger protein 207
	118.68
	3.75
	1.80E-04
	3.06E-02

	mpl
	thrombopoietin receptor
	118.98
	-3.74
	1.83E-04
	3.09E-02

	LOC103464528
	tumor necrosis factor receptor superfamily member 4
	107.40
	-3.74
	1.85E-04
	3.09E-02

	LOC103465576
	nuclear receptor coactivator 3-like
	194.47
	-3.73
	1.89E-04
	3.09E-02

	LOC103475849
	GDNF family receptor alpha-4-like
	138.07
	3.74
	1.87E-04
	3.09E-02

	LOC103481564
	uncharacterized protein LOC103481564
	50.44
	3.73
	1.89E-04
	3.09E-02

	LOC103478268
	radixin
	274.31
	3.73
	1.94E-04
	3.14E-02

	fcgbp
	IgGFc-binding protein
	416.43
	-3.73
	1.95E-04
	3.14E-02

	ppp1r3c
	protein phosphatase 1 regulatory subunit 3C
	405.05
	3.72
	1.96E-04
	3.14E-02

	cdk17
	cyclin-dependent kinase 17
	222.12
	-3.71
	2.10E-04
	3.33E-02

	LOC103461246
	protein Niban-like, partial
	27.99
	-3.69
	2.24E-04
	3.46E-02

	LOC103468111
	galactose-specific lectin nattectin-like
	244.60
	-3.69
	2.20E-04
	3.46E-02

	cmya5
	cardiomyopathy-associated protein 5
	43.36
	-3.69
	2.25E-04
	3.46E-02

	lbr
	lamin-B receptor, partial
	66.68
	-3.69
	2.22E-04
	3.46E-02

	kmt2e
	histone-lysine N-methyltransferase 2E
	166.00
	-3.68
	2.30E-04
	3.52E-02

	LOC103465824
	troponin T, cardiac muscle isoforms-like
	1287.21
	3.66
	2.54E-04
	3.86E-02

	LOC103464161
	protocadherin-10-like
	80.24
	3.65
	2.58E-04
	3.87E-02

	LOC103480298
	lithostathine-1-beta-like
	11.54
	-3.65
	2.58E-04
	3.87E-02

	bmp2k
	BMP-2-inducible protein kinase
	377.47
	-3.65
	2.61E-04
	3.88E-02

	rubcn
	run domain Beclin-1-interacting and cysteine-rich domain-containing protein
	185.06
	-3.65
	2.67E-04
	3.93E-02

	LOC103460567
	uncharacterized protein LOC103460567
	94.51
	-3.63
	2.79E-04
	3.95E-02

	LOC103465623
	solute carrier family 23 member 2-like
	9.83
	3.64
	2.74E-04
	3.95E-02

	LOC103468165
	putative all-trans-retinol 13,14-reductase
	66.72
	3.64
	2.75E-04
	3.95E-02

	LOC103468418
	CD9 antigen-like
	16.27
	-3.63
	2.84E-04
	3.95E-02

	LOC103469478
	uncharacterized protein LOC103469478
	513.38
	-3.63
	2.85E-04
	3.95E-02

	LOC103472746
	uncharacterized protein LOC103472746
	29.86
	-3.63
	2.86E-04
	3.95E-02

	LOC103478294
	telethonin-like
	123.30
	-3.63
	2.81E-04
	3.95E-02

	LOC103478395
	secretagogin-like
	116.29
	-3.64
	2.74E-04
	3.95E-02

	limd2
	LIM domain-containing protein 2
	46.45
	-3.63
	2.85E-04
	3.95E-02

	trim8
	probable E3 ubiquitin-protein ligase TRIM8
	205.27
	-3.63
	2.78E-04
	3.95E-02

	zfp36l2
	zinc finger protein 36, C3H1 type-like 2
	2837.50
	3.62
	2.91E-04
	3.98E-02

	LOC103460643
	macrophage mannose receptor 1-like
	5.24
	-3.60
	3.16E-04
	4.15E-02

	LOC103466287
	monocyte chemotactic protein 1B-like
	53.37
	-3.61
	3.11E-04
	4.15E-02

	LOC103468957
	claudin-4-like
	39.42
	-3.61
	3.05E-04
	4.15E-02

	LOC103477570
	uncharacterized protein LOC103477570
	47.43
	-3.60
	3.18E-04
	4.15E-02

	LOC108166378
	transient receptor potential cation channel subfamily M member 1-like
	318.80
	3.60
	3.19E-04
	4.15E-02

	armc5
	armadillo repeat-containing protein 5
	203.14
	-3.60
	3.18E-04
	4.15E-02

	dusp10
	dual specificity protein phosphatase 10
	188.01
	-3.61
	3.09E-04
	4.15E-02

	pan3
	PAB-dependent poly(A)-specific ribonuclease subunit PAN3
	247.66
	-3.61
	3.11E-04
	4.15E-02

	LOC103464625
	myosin heavy chain, fast skeletal muscle-like
	2966.63
	3.59
	3.33E-04
	4.25E-02

	LOC103465821
	troponin I, slow skeletal muscle-like
	550.80
	3.59
	3.31E-04
	4.25E-02

	LOC103468003
	tumor necrosis factor receptor superfamily member 1A-like
	35.84
	-3.59
	3.33E-04
	4.25E-02

	LOC103477886
	B-cell receptor CD22-like
	83.58
	-3.58
	3.41E-04
	4.27E-02

	LOC108166472
	Ig heavy chain V region PJ14-like (other)
	8.10
	-3.58
	3.39E-04
	4.27E-02

	ND2
	NADH dehydrogenase subunit 2 (mitochondrion)
	21843.86
	3.58
	3.37E-04
	4.27E-02

	sec62
	translocation protein SEC62
	404.84
	3.58
	3.47E-04
	4.32E-02

	LOC103471659
	ubiquitin-like protein 3
	492.54
	3.57
	3.52E-04
	4.36E-02

	LOC103466427
	UDP-glucuronosyltransferase 2C1 (pseudogene)
	49.82
	3.57
	3.58E-04
	4.41E-02

	LOC103471523
	magnesium transporter NIPA2-like
	94.15
	-3.56
	3.69E-04
	4.49E-02

	LOC103478115
	lipolysis-stimulated lipoprotein receptor, partial
	497.82
	-3.56
	3.68E-04
	4.49E-02

	lenep
	lens epithelial cell protein LEP503
	41.11
	3.56
	3.71E-04
	4.49E-02

	clg20h8orf59
	uncharacterized protein C8orf59 homolog
	193.04
	3.55
	3.85E-04
	4.63E-02

	ptprh
	receptor-type tyrosine-protein phosphatase H, partial
	35.27
	-3.55
	3.88E-04
	4.64E-02

	LOC103473100
	PR domain zinc finger protein 1-like
	53.63
	-3.54
	3.98E-04
	4.74E-02

	LOC103464618
	protein TESPA1
	49.84
	-3.54
	4.01E-04
	4.75E-02

	LOC103478155
	cingulin
	61.95
	-3.53
	4.21E-04
	4.96E-02

	LOC108166523
	tetratricopeptide repeat protein 39A-like
	40.75
	-3.52
	4.25E-04
	4.96E-02

	tyrobp
	TYRO protein tyrosine kinase-binding protein
	46.72
	-3.52
	4.26E-04
	4.96E-02

	LOC103477331
	dehydrogenase/reductase SDR family member on chromosome X-like
	151.15
	3.52
	4.30E-04
	4.97E-02

	LOC103459606
	NACHT, LRR and PYD domains-containing protein 3-like
	21.70
	-3.52
	4.36E-04
	4.99E-02

	LOC103463035
	nuclear factor 7, brain-like
	161.59
	-3.52
	4.36E-04
	4.99E-02

	dnajc5g
	dnaJ homolog subfamily C member 5G
	107.94
	3.52
	4.39E-04
	5.00E-02

	LOC103468655
	formin-like protein 1
	352.09
	-3.51
	4.46E-04
	5.00E-02

	slc16a2
	monocarboxylate transporter 8
	614.01
	3.51
	4.48E-04
	5.00E-02

	sox10
	transcription factor SOX-10
	228.04
	3.51
	4.42E-04
	5.00E-02

	usp11
	ubiquitin carboxyl-terminal hydrolase 11
	551.82
	-3.51
	4.47E-04
	5.00E-02

	rxfp2
	relaxin receptor 2
	10.05
	3.51
	4.51E-04
	5.00E-02

	LOC103457750
	adhesion G protein-coupled receptor F5-like
	18.36
	-3.50
	4.58E-04
	5.05E-02

	LOC103481953
	uncharacterized protein LOC103481953
	133.10
	-3.50
	4.65E-04
	5.10E-02

	LOC103460238
	suppressor of tumorigenicity 14 protein-like
	426.25
	-3.49
	4.75E-04
	5.18E-02

	LOC103460697
	signal transducer and activator of transcription 4-like
	99.18
	-3.48
	4.92E-04
	5.35E-02

	pdlim3
	PDZ and LIM domain protein 3
	36.48
	-3.48
	4.98E-04
	5.38E-02

	plcg2
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-2
	384.40
	-3.48
	5.06E-04
	5.44E-02

	LOC103477738
	lysosomal thioesterase PPT2-A-like
	279.64
	-3.48
	5.09E-04
	5.44E-02

	bcap29
	B-cell receptor-associated protein 29
	593.52
	3.47
	5.14E-04
	5.44E-02

	dcstamp
	dendritic cell-specific transmembrane protein
	17.59
	-3.47
	5.14E-04
	5.44E-02

	sytl1
	synaptotagmin-like protein 1
	84.18
	-3.47
	5.29E-04
	5.57E-02

	LOC103478962
	homeobox protein Mohawk-like
	24.67
	3.46
	5.38E-04
	5.64E-02

	LOC103480350
	GTPase IMAP family member 7-like
	58.87
	-3.45
	5.52E-04
	5.72E-02

	kirrel2
	kin of IRRE-like protein 2
	187.44
	3.45
	5.53E-04
	5.72E-02

	pts
	6-pyruvoyl tetrahydrobiopterin synthase 
	83.53
	3.45
	5.55E-04
	5.72E-02

	LOC103469977
	uncharacterized protein LOC103469977
	11.94
	-3.45
	5.61E-04
	5.73E-02

	psme4
	proteasome activator complex subunit 4
	526.31
	-3.45
	5.60E-04
	5.73E-02

	LOC103460596
	uncharacterized protein LOC103460596
	88.63
	-3.45
	5.64E-04
	5.74E-02

	LOC103467563
	interleukin-17 receptor C
	173.29
	-3.44
	5.71E-04
	5.78E-02

	wipf2
	WAS/WASL-interacting protein family member 2
	236.15
	-3.44
	5.74E-04
	5.78E-02

	rfx2
	DNA-binding protein RFX2, partial
	46.07
	-3.44
	5.80E-04
	5.81E-02

	LOC103471147
	catenin alpha-1-like
	396.18
	-3.44
	5.91E-04
	5.89E-02

	LOC108165636
	uncharacterized protein LOC108165636
	114.44
	-3.43
	5.98E-04
	5.94E-02

	LOC103462620
	growth arrest-specific protein 1-like
	298.38
	3.43
	6.13E-04
	6.06E-02

	LOC103474560
	E3 ubiquitin/ISG15 ligase TRIM25-like
	60.02
	-3.42
	6.32E-04
	6.21E-02

	LOC103461437
	E3 ubiquitin-protein ligase TRIM21-like
	308.17
	-3.41
	6.47E-04
	6.30E-02

	LOC103478709
	chemokine-like receptor 1, partial
	75.46
	-3.41
	6.45E-04
	6.30E-02

	LOC103466812
	G1/S-specific cyclin-D2-like
	190.55
	-3.40
	6.70E-04
	6.44E-02

	LOC103479802
	apolipoprotein D-like
	224.56
	3.40
	6.66E-04
	6.44E-02

	nfya
	nuclear transcription factor Y subunit alpha
	445.17
	3.40
	6.69E-04
	6.44E-02

	LOC103476162
	growth-regulated alpha protein-like
	60.53
	-3.40
	6.78E-04
	6.46E-02

	LOC103481676
	redox-regulatory protein FAM213A
	84.20
	3.40
	6.78E-04
	6.46E-02

	xdh
	xanthine dehydrogenase/oxidase
	32.83
	3.39
	6.96E-04
	6.60E-02

	LOC103474792
	CLOCK-interacting pacemaker-like
	34.32
	-3.39
	7.10E-04
	6.67E-02

	rab38
	ras-related protein Rab-38
	29.80
	3.39
	7.07E-04
	6.67E-02

	LOC103460104
	rho GTPase-activating protein 15
	156.59
	-3.38
	7.30E-04
	6.71E-02

	LOC103461056
	rho GTPase-activating protein 27-like
	160.32
	-3.38
	7.35E-04
	6.71E-02

	LOC103464607
	myosin heavy chain, fast skeletal muscle
	4581.94
	3.38
	7.32E-04
	6.71E-02

	LOC103466215
	 poly [ADP-ribose] polymerase 12-like
	77.74
	-3.38
	7.27E-04
	6.71E-02

	LOC103480066
	E3 ubiquitin/ISG15 ligase TRIM25-like, partial
	46.92
	-3.38
	7.24E-04
	6.71E-02

	LOC103481063
	rab effector MyRIP-like
	160.41
	3.38
	7.31E-04
	6.71E-02

	tprg1l
	tumor protein p63-regulated gene 1-like protein
	267.60
	3.38
	7.36E-04
	6.71E-02

	LOC103464238
	metastasis suppressor protein 1-like
	107.79
	-3.37
	7.63E-04
	6.71E-02

	LOC103464799
	copine-1
	12.80
	-3.36
	7.67E-04
	6.71E-02

	LOC103471521
	multidrug resistance-associated protein 5-like
	56.95
	-3.37
	7.65E-04
	6.71E-02

	LOC103479354
	LYR motif-containing protein 5-like
	122.06
	3.37
	7.59E-04
	6.71E-02

	LOC103480938
	L-amino-acid oxidase-like
	9.77
	-3.36
	7.68E-04
	6.71E-02

	c1galt1
	glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 1
	11.60
	-3.37
	7.63E-04
	6.71E-02

	luc7l3
	luc7-like protein 3
	1558.42
	3.36
	7.67E-04
	6.71E-02

	prodh2
	probable proline dehydrogenase 2
	72.65
	3.36
	7.72E-04
	6.71E-02

	ptprc
	receptor-type tyrosine-protein phosphatase C
	1127.60
	-3.36
	7.70E-04
	6.71E-02

	smg8
	protein SMG8
	173.04
	-3.37
	7.51E-04
	6.71E-02

	stam2
	signal transducing adapter molecule 2
	224.46
	-3.37
	7.61E-04
	6.71E-02

	LOC103457215
	uncharacterized protein LOC103457215
	22.44
	-3.36
	7.88E-04
	6.76E-02

	LOC103461235
	GTPase IMAP family member 8-like, partial
	97.98
	-3.36
	7.93E-04
	6.76E-02

	LOC103461839
	poly [ADP-ribose] polymerase 14-like (pseudogene)
	54.01
	-3.36
	7.85E-04
	6.76E-02

	LOC103469565
	T-box transcription factor TBX3-like
	9.21
	-3.36
	7.87E-04
	6.76E-02

	LOC103470356
	solute carrier family 2, facilitated glucose transporter member 11-like
	14.04
	3.36
	7.94E-04
	6.76E-02

	LOC103474395
	ribosomal protein S6 kinase beta-1
	830.57
	3.35
	8.15E-04
	6.91E-02

	LOC103459917
	lymphocyte cytosolic protein 2-like
	172.07
	-3.35
	8.22E-04
	6.95E-02

	LOC103461300
	histone H4
	48.95
	-3.34
	8.29E-04
	6.95E-02

	LOC103474224
	uncharacterized LOC103474224 (ncRNA)
	53.43
	3.34
	8.28E-04
	6.95E-02

	LOC103461402
	monocyte chemotactic protein 1B-like, partial
	18.51
	-3.34
	8.49E-04
	7.07E-02

	LOC103472758
	uncharacterized LOC103472758 (ncRNA)
	43.04
	-3.34
	8.51E-04
	7.07E-02

	crip1
	cysteine-rich protein 1
	2343.86
	-3.33
	8.53E-04
	7.07E-02

	LOC103460045
	ribonuclease Oy-like
	38.69
	-3.33
	8.71E-04
	7.14E-02

	cd2
	T-cell surface antigen CD2
	92.79
	-3.33
	8.71E-04
	7.14E-02

	cep83
	centrosomal protein of 83 kDa
	244.28
	-3.33
	8.72E-04
	7.14E-02

	LOC103472861
	uncharacterized protein LOC103472861
	23.72
	-3.33
	8.77E-04
	7.15E-02

	LOC103465087
	protein LSM14 homolog B-like
	50.48
	-3.32
	8.85E-04
	7.19E-02

	ptger3
	prostaglandin E2 receptor EP3 subtype
	79.23
	3.32
	8.90E-04
	7.20E-02

	LOC103482382
	ADP-ribosylation factor-like protein 4C
	17.30
	3.32
	8.95E-04
	7.21E-02

	zdhhc8
	probable palmitoyltransferase ZDHHC8
	262.72
	3.32
	9.07E-04
	7.29E-02

	epn2
	epsin-2
	117.93
	-3.32
	9.11E-04
	7.29E-02

	LOC103457773
	interleukin-17F-like
	269.29
	3.31
	9.27E-04
	7.33E-02

	LOC103481557
	thrombospondin-2-like
	178.43
	3.31
	9.26E-04
	7.33E-02

	sgsm1
	small G protein signaling modulator 1
	77.93
	-3.31
	9.21E-04
	7.33E-02

	LOC103462757
	interferon regulatory factor 1-like
	26.26
	-3.30
	9.52E-04
	7.48E-02

	gja5
	gap junction alpha-5 protein
	23.87
	3.30
	9.54E-04
	7.48E-02

	LOC103463615
	RAS protein activator like-3
	442.37
	-3.30
	9.70E-04
	7.55E-02

	nod1
	nucleotide-binding oligomerization domain-containing protein 1
	95.14
	-3.30
	9.68E-04
	7.55E-02

	tyk2
	non-receptor tyrosine-protein kinase TYK2
	1291.21
	-3.30
	9.81E-04
	7.61E-02

	LOC108165948
	gastrula zinc finger protein XlCGF67.1-like
	109.71
	3.29
	1.00E-03
	7.74E-02

	ldb3
	LIM domain-binding protein 3
	155.87
	-3.29
	1.01E-03
	7.78E-02

	smurf2
	E3 ubiquitin-protein ligase SMURF2
	88.47
	-3.29
	1.01E-03
	7.78E-02

	LOC103470062
	alpha-2B adrenergic receptor-like
	81.30
	3.28
	1.02E-03
	7.79E-02

	mybpc1
	myosin-binding protein C, slow-type
	993.12
	3.28
	1.02E-03
	7.79E-02

	LOC103463401
	phosphatase and actin regulator 1-like
	16.26
	3.27
	1.06E-03
	7.99E-02

	abhd11
	LOW QUALITY PROTEIN: protein ABHD11
	154.93
	3.28
	1.05E-03
	7.99E-02

	nipa2
	magnesium transporter NIPA2
	112.44
	-3.27
	1.06E-03
	7.99E-02

	LOC103475941
	permeability factor 2-like
	72.41
	-3.27
	1.09E-03
	8.14E-02

	cdk20
	cyclin-dependent kinase 20
	138.45
	3.27
	1.09E-03
	8.14E-02

	LOC103475569
	uncharacterized protein LOC103475569
	70.79
	-3.26
	1.10E-03
	8.22E-02

	LOC103467177
	probable G-protein coupled receptor 61
	22.90
	3.25
	1.14E-03
	8.45E-02

	LOC103478352
	CUB and sushi domain-containing protein 3-like
	23.34
	3.25
	1.14E-03
	8.45E-02

	samsn1
	SAM domain-containing protein SAMSN-1
	375.90
	-3.25
	1.15E-03
	8.49E-02

	LOC103473218
	metal transporter CNNM4
	36.25
	3.25
	1.16E-03
	8.51E-02

	LOC108166473
	Ig heavy chain V-I region HG3-like (other)
	6.84
	-3.24
	1.18E-03
	8.63E-02

	LOC103461786
	interferon alpha/beta receptor 1b-like
	681.73
	-3.24
	1.19E-03
	8.67E-02

	LOC103459228
	semaphorin-3ab-like
	213.07
	3.24
	1.20E-03
	8.71E-02

	LOC103460622
	pyrin-like
	520.76
	-3.23
	1.22E-03
	8.82E-02

	LOC108167174
	interferon-induced very large GTPase 1-like, partial
	11.85
	-3.23
	1.22E-03
	8.82E-02

	LOC103461552
	arachidonate 12-lipoxygenase, 12R-type-like, partial
	31.18
	-3.23
	1.23E-03
	8.83E-02

	LOC103467975
	uncharacterized protein LOC103467975
	95.32
	-3.23
	1.23E-03
	8.83E-02

	skap1
	src kinase-associated phosphoprotein 1
	174.53
	-3.23
	1.23E-03
	8.83E-02

	LOC103477974
	uncharacterized protein LOC103477974
	159.12
	-3.23
	1.24E-03
	8.87E-02

	LOC103461551
	arachidonate 12-lipoxygenase, 12R-type-like, partial
	31.82
	-3.22
	1.28E-03
	8.90E-02

	LOC103479306
	nucleoprotein TPR-like
	916.44
	3.22
	1.26E-03
	8.90E-02

	LOC103480628
	up-regulator of cell proliferation-like
	9.79
	-3.22
	1.28E-03
	8.90E-02

	LOC103481513
	alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1-like
	29.63
	-3.22
	1.28E-03
	8.90E-02

	hgs
	hepatocyte growth factor-regulated tyrosine kinase substrate
	371.81
	-3.22
	1.28E-03
	8.90E-02

	mif4gd
	MIF4G domain-containing protein
	132.82
	3.22
	1.28E-03
	8.90E-02

	prkaa1
	5\'-AMP-activated protein kinase catalytic subunit alpha-1
	293.87
	3.23
	1.26E-03
	8.90E-02

	tnfaip3
	tumor necrosis factor alpha-induced protein 3
	37.72
	-3.22
	1.26E-03
	8.90E-02

	LOC103480869
	uncharacterized protein LOC103480869
	13.03
	-3.22
	1.30E-03
	8.97E-02

	LOC103480631
	up-regulator of cell proliferation-like
	14.52
	-3.21
	1.32E-03
	9.07E-02

	LOC103482310
	myosin-6
	418.47
	3.21
	1.32E-03
	9.07E-02

	LOC103468342
	ral guanine nucleotide dissociation stimulator-like 1
	156.21
	-3.21
	1.33E-03
	9.09E-02

	dusp22
	dual specificity protein phosphatase 22
	16.94
	3.21
	1.33E-03
	9.09E-02

	LOC103473556
	chondroitin sulfate proteoglycan 4-like
	61.76
	3.21
	1.34E-03
	9.14E-02

	LOC103477472
	GSK-3-binding protein-like
	30.11
	-3.21
	1.35E-03
	9.14E-02

	LOC103480309
	protein translocase subunit SecA-like
	45.82
	-3.20
	1.36E-03
	9.14E-02

	clg2h2orf88
	small membrane A-kinase anchor protein
	51.71
	3.20
	1.35E-03
	9.14E-02

	stc2
	stanniocalcin-2
	494.06
	3.20
	1.36E-03
	9.14E-02

	LOC103467637
	poly(rC)-binding protein 2-like
	688.84
	3.19
	1.41E-03
	9.17E-02

	LOC103476748
	homeobox protein HMX3-A
	35.05
	-3.20
	1.39E-03
	9.17E-02

	LOC103477991
	cell division control protein 42 homolog
	491.23
	-3.20
	1.38E-03
	9.17E-02

	LOC103480337
	C-type mannose receptor 2-like
	15.27
	-3.19
	1.40E-03
	9.17E-02

	minpp1
	multiple inositol polyphosphate phosphatase 1
	810.38
	3.19
	1.40E-03
	9.17E-02

	mlana
	melanoma antigen recognized by T-cells 1
	95.58
	3.20
	1.38E-03
	9.17E-02

	pdcd6ip
	programmed cell death 6-interacting protein
	1817.83
	-3.20
	1.39E-03
	9.17E-02

	prdm2
	PR domain zinc finger protein 2
	181.05
	-3.20
	1.39E-03
	9.17E-02

	prdm6
	putative histone-lysine N-methyltransferase PRDM6
	12.45
	3.19
	1.41E-03
	9.17E-02

	zc3h3
	zinc finger CCCH domain-containing protein 3
	76.99
	-3.19
	1.40E-03
	9.17E-02

	LOC103471520
	cyclin-dependent kinase 15-like
	68.15
	3.19
	1.42E-03
	9.21E-02

	LOC103477378
	2-aminoethanethiol dioxygenase-like
	105.65
	3.19
	1.43E-03
	9.22E-02

	kiaa1324
	UPF0577 protein KIAA1324 homolog
	26.38
	-3.19
	1.43E-03
	9.25E-02

	LOC103461591
	cathepsin B-like, partial
	474.13
	-3.18
	1.47E-03
	9.33E-02

	LOC103468356
	serine/threonine-protein kinase N1-like
	215.65
	-3.18
	1.46E-03
	9.33E-02

	LOC103474237
	vomeronasal type-2 receptor 1-like
	10.61
	3.18
	1.46E-03
	9.33E-02

	ppp1r11
	protein phosphatase 1 regulatory subunit 11
	360.07
	3.18
	1.47E-03
	9.33E-02

	rhou
	rho-related GTP-binding protein RhoU
	306.95
	3.18
	1.47E-03
	9.33E-02

	cxcl13
	C-X-C motif chemokine 13 
	15.15
	-3.18
	1.48E-03
	9.39E-02

	LOC103459562
	uncharacterized LOC103459562 (ncRNA)
	1200.54
	3.18
	1.50E-03
	9.44E-02

	LOC103469486
	myc-associated zinc finger protein-like
	26.74
	-3.17
	1.51E-03
	9.46E-02

	p2rx5
	P2X purinoceptor 5
	32.40
	-3.17
	1.51E-03
	9.46E-02

	pim2
	serine/threonine-protein kinase pim-2
	43.03
	-3.17
	1.53E-03
	9.55E-02

	psd2
	PH and SEC7 domain-containing protein 2
	209.23
	3.17
	1.54E-03
	9.59E-02

	mov10
	putative helicase MOV-10
	208.20
	-3.16
	1.59E-03
	9.83E-02

	nfil3
	nuclear factor interleukin-3-regulated protein
	126.08
	3.16
	1.58E-03
	9.83E-02

	sult6b1
	sulfotransferase 6B1
	343.19
	-3.16
	1.59E-03
	9.83E-02

	arhgef26
	rho guanine nucleotide exchange factor 26
	180.99
	-3.16
	1.60E-03
	9.84E-02

	LOC103461170
	protein PRRC2A-like, partial
	300.47
	-3.15
	1.61E-03
	9.87E-02

	LOC103479338
	myosin-7-like
	430.26
	3.15
	1.62E-03
	9.94E-02
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	Supplementary Table S3. Summary of gene co-expression networks associated with Gyrodactylus infection including number of genes per module, significant correlations, module preservation, and gene ontology enrichment. Gene module names denote sampling day in which they were defined (day 4 or day 8 post-infection) and given an arbitrary colour label (assigned during WGCNA) to distinguish individual modules.

	
	
	
	
	
	
	

	Module Name
	n genes
	Infection status correlation
	Worm burden correlation
	Preserved in other day?
	Most significant GO
	Infection-related GO terms

	Day 4
	 
	 
	 
	 
	 
	 

	D4-LightCyan
	220
	Negative
	Negative
	No
	glutamine biosynthetic process
	viral life cycle, monocyte differentiation, regulation of B cell receptor signaling

	D4-LightYellow
	176
	Negative
	NS
	No
	positive regulation of microtubule polymerization
	T cell mediated cytotoxicity, regulation of T cell mediated immunity, cellular defense response, interleukin-8-mediated signaling pathway, neutrophil apoptotic process, antigen processing and presentation

	D4-Purple
	327
	Positive
	NS
	No
	translation
	defense response to virus, macrophage activation involved in immune response, antimicrobial humoral immune response, response to fungus, immune effector process, defense response to bacterium, myeloid leukocyte activation, regulation of cytokine production, innate immune response, positive T cell selection, acute inflammatory response

	D4-MidnightBlue
	225
	NS
	Negative
	No
	membrane fusion involved in viral entry into host cell
	chemokine (C-C motif) ligand 2 secretion, interleukin-6 secretion, macrophage apoptotic process

	Day 8
	 
	 
	 
	 
	 
	 

	Dark Red
	196
	Negative
	NS
	No
	regulation of apoptotic process
	inflammatory response, response to bacterium, interleukin-8-mediated signaling pathway, regulation of leukocyte adhesion, interleukin-6 production, negative regulation of interleukin-1, regulation of neutrophil degranulation, cytokine production

	Dark Orange
	179
	Negative
	NS
	No
	antigen processing and presentation of peptide antigen
	viral entry into host cell, chemokine (C-C motif) ligand 2 secretion, interleukin-6 secretion, immunoglobulin production, MyD88-independent toll-like receptor signaling, negative regulation of T cell proliferation

	Salmon
	314
	Positive
	NS
	No
	positive regulation of nucleobase-containing compound metabolic process
	pathogen-associated molecular pattern dependent modulation by symbiont of host innate immune response, interleukin-12-mediated signaling pathway, regulation of leukocyte proliferation

	Steel Blue
	161
	Positive
	NS
	No
	protein dehydration
	activation of NF-kappaB-inducing kinase activity, interleukin-1 biosynthetic process, leukocyte mediated cytotoxicity, chemokine biosynthetic process, negative regulation of wound healing

	Black
	1414
	NS
	Negative
	Yes
	mesodermal cell fate commitment
	response to interleukin-4, cellular response to virus, regulation of T-helper 2 cell cytokine production, type 2 immune response, interleukin-12 production, CD4-positive, alpha-beta T cell cytokine, interferon-gamma production

	Yellow
	1574
	NS
	Negative
	Yes
	positive regulation of leukocyte differentiation
	T cell differentiation, myeloid dendritic cell activation, T cell activation, B cell mediated immunity, interleukin-13 production, regulation of immunoglobulin production, leukocyte migration, response to interleukin-2, type 2 immune response, immune effector process

	Pink
	976
	NS
	Positive
	No
	membrane fusion
	virion attachment to host cell, collagen catabolic process, JAK-STAT cascade, defense response to Gram-negative bacteria, T cell activation, interleukin-23 production, positive regulation of interleukin-1 beta secretion, response to interleukin-18

	Violet
	146
	NS
	Positive
	No
	water homeostasis
	coagulation, wound healing, interferon-gamma secretion, inflammatory cell apoptotic process

	White
	172
	NS
	Negative
	Yes
	cochlea development
	viral transcription, B cell receptor signaling pathway






