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Figure S3. A)Sequence alignment of the cos Tal proteins. The conserved amino acids are in red and the partially 
conserved in blue. Otherwise in black. To note, the excellent conservation of the N-terminal gp27-like domain, 
as well as that of the C-terminus of unknown fold. 
B) Sequence alignment of the pac (Brussowvirus) Tal proteins. The conserved amino acids are in red and the

partially conserved in blue. Otherwise in black. To note, the excellent conservation of the N-terminal gp27-
like domain, as well as that of the BppA2 and of the C-terminus of unknown fold.
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