Supplemental Data
Table of maximum 2-point LOD scores generated by analysis of RLS3002 data under 4 different models. 
AD = autosomal dominant. 

	
	
	Model 1
	
	Model 2
	
	Model 3
	
	Model 4

	Inheritance pattern
	AD
	
	
	AD
	
	
	AD
	
	
	AD
	

	Penetrance
	95%
	
	
	70%
	
	
	70%
	
	
	70%
	

	Disease allele frequency
	0.10%
	
	
	0.30%
	
	
	0.10%
	
	
	0.10%
	

	Phenocopy rate
	0.00%
	
	
	0.10%
	
	
	0.00%
	
	
	0.00%
	

	
	
	
	
	
	
	
	
	
	
	
	
	

	Marker
	cM 
Position
	Max
LOD
	theta
	 
	Max
LOD
	theta
	 
	Max
LOD
	theta
	 
	Max
LOD
	theta

	CA19S872
	0
	2.46
	0.00
	
	2.07
	0.00
	
	2.10
	0.00
	
	2.09
	0.00

	D19S886
	0
	2.01
	0.07
	
	2.24
	0.00
	
	2.27
	0.00
	
	2.26
	0.00

	GT19S949
	0
	2.12
	0.00
	
	2.49
	0.00
	
	2.53
	0.00
	
	2.52
	0.00

	ATA19S1001
	0.69
	2.18
	0.02
	
	2.52
	0.00
	
	2.56
	0.00
	
	2.55
	0.00

	AC19S1117
	2.23
	2.25
	0.00
	
	1.94
	0.00
	
	1.97
	0.00
	
	1.96
	0.00

	CA19S2310
	6.57
	3.46
	0.00
	
	3.04
	0.00
	
	3.08
	0.00
	
	3.07
	0.00

	D19S878
	6.57
	3.59
	0.00
	
	3.18
	0.00
	
	3.22
	0.00
	
	3.20
	0.00

	D19S565
	6.57
	1.96
	0.07
	
	1.63
	0.07
	
	1.62
	0.08
	
	1.62
	0.08

	GT19S2518
	6.57
	1.85
	0.07
	
	1.52
	0.07
	
	1.51
	0.08
	
	1.51
	0.08

	D19S591
	9.84
	1.83
	0.00
	
	1.70
	0.00
	
	1.73
	0.00
	
	1.72
	0.00

	D19S247
	9.84
	0.92
	0.00
	
	0.81
	0.00
	
	0.83
	0.00
	
	0.82
	0.00

	D19S120
	10.97
	1.18
	0.09
	
	0.94
	0.09
	
	0.94
	0.10
	
	0.93
	0.10

	D19S424
	10.97
	1.13
	0.09
	
	0.89
	0.09
	
	0.88
	0.10
	
	0.88
	0.10

	D19S209
	10.97
	2.01
	0.07
	 
	1.68
	0.07
	 
	1.67
	0.08
	 
	1.66
	0.08



