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Extraction methods overview split by gender (genus level), genera at >0.01% 
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Other (genus <0.01%)

Kondoa

Mrakia

c_Cystobasidiomycetes; Other; Other; Other

Ulocladium

c_Agaricomycetes; o_unidentified; f_unidentified; g_unidentified

Deconica

o_Sporidiobolales; f_unidentified; g_unidentified

Zygosaccharomyces

Trichosporon

c_Dothideomycetes; o_Pleosporales; Other; Other

Psilocybe

Monascus

f_Mycosphaerellaceae; Other

Mrakiella

Phoma

o_Saccharomycetales; Other; Other

o_Eurotiales; Other; Other

f_Tremellales_fam_Incertae_sedis; g_unidentified

Fusarium

Eremascus

p_Basidiomycota; Other; Other; Other; Other

Resinicium

o_Agaricales; f_unidentified; g_unidentified

Wickerhamomyces

Coprinopsis

Monographella

Kluyveromyces

c_Sordariomycetes; o_unidentified; f_unidentified; g_unidentified

Wallemia

k_Fungi; p_unidentified; c_unidentified; o_unidentified; f_unidentified; g_unidentified

c_Cystobasidiomycetes; o_unidentified; f_unidentified; g_unidentified

Sporobolomyces

Exophiala

Talaromyces

o_Hypocreales; f_unidentified; g_unidentified

Unassignable; Other; Other; Other; Other; Other

Torulaspora

Udeniomyces

Acremonium

Hanseniaspora

o_Pleosporales; f_unidentified; g_unidentified

Erythrobasidium

Cystobasidium

Aspergillus

c_Dothideomycetes; Other; Other; Other

Meyerozyma

Cryptococcus

Alternaria

Debaryomyces

Agaricus

Rhodotorula

Mycosphaerella

c_Tremellomycetes; Other; Other; Other

p_Ascomycota; Other; Other; Other; Other

Penicillium

Cyberlindnera

Kazachstania

Candida

k_Fungi; Other; Other; Other; Other; Other

Saccharomyces


