Supplementary information

The source of the sequences for text Figure 2A are: Enterobacter (Enterobacter sp. 638, gi|146309667); E. carotovora (Erwinia carotovora subsp. atroseptica SCRI1043, gi|50118965); P. carotovorum (Pectobacterium carotovorum subsp. carotovorum PC1, gi|253686409); E. sakazakii (Enterobacter sakazakii ATCC BAA-894, gi|156932229); S. proteamaculans (Serratia proteamaculans 568, gi|157368249); K. pneumoniae (Klebsiella pneumoniae 342, gi|206575712, also Klebsiella pneumoniae subsp. pneumoniae MGH 78578, gi|152968582, and Klebsiella pneumoniae NTUH-K2044, gi|238892256); S. typhi (Salmonella typhimurium LT2, gi|16763390; also Salmonella enterica subspecies enterica serovar Typhi str. CT18, gi|16758993, Heidelberg str. SL476, gi|194447306, Agona str SL483, gi|197247352, Paratyphi A str. AKU_12601, gi|197361212, Typhi Ty2, gi|29140543, Paratyphi A str. ATCC 9150, gi|56412276); S. sonnei (Shigella sonnei Ss046, gi|74310614; also Shigella boydii CDC 3083-94, gi|187730020, and Shigella boydii Sb227, gi|82542618); S. enterica E. (Salmonella enterica subsp. enterica serovar Enteritidis str. P125109, gi|207855516); S. enterica (Salmonella enterica subspecies enterica serovar Paratyphi B str. SPB7, gi|161612313, Newport str. SL254, gi|194442203, Dublin str. CT_02021853, gi|198241740, Gallinarum str. 287/91, gi|205351346, Paratyphi C strain RKS4594, gi|224581838, Choleraesuis str. SC-B67, gi|62178570, Schwarzengrund str. CVM19633, gi|194733902); E. fergusonii (Escherichia fergusonii ATCC 35469, gi|218547440); E. coli CFT073  (Escherichia coli CFT073, gi|26245917, also Escherichia coli species: 536, gi|110640213, APEC O1, gi|117622295, E24377A, gi|157154711, SMS-35, gi|170679574, SE11, gi|209917191, O127:H6 str. E2348/69, gi|215485161, IAI1, gi|218552585, S88, gi|218556939, ED1a, gi|218687878, 55989, gi|218693476, IAI39, gi|218698419, UTI89, gi|91209055); E. coli K-12 (Escherichia coli str. K-12 substrains: DH10B, gi|170079663, MG1655, gi|49175990, BW2952 gi|238899406; also Shigella flexneri 2a strains: 301, gi|24111450, 2457T, gi|30061571; Shigella flexneri 5 strain 8401, gi|110804074); S. enterica A. (Salmonella enterica subsp. arizonae serovar 62:z4,z23:--, gi|161501984); E. coli O157 (Escherichia coli O157:H7 str. Sakai (gi|15829254); also EDL933, gi|16445223, EC4115, gi|209395693, TW14359, gi|254791136, UMN026, gi|218703261); E. coli BL21 (Escherichia coli BL21, gi|251783564, also B21(DE3), gi|253771435 and gi|254286927, HS, gi|157159467, ATCC8739, gi|170018061, B str. REL606, gi|254160123); C. koseri (Citrobacter koseri ATCC BAA-895, gi|157144296); E. tasmaniensis (Erwinia tasmaniensis Et1/99, gi|188532165); S. amazonensis (Shewanella amazonensis SB2B, gi|119773142).
The sources of the sequences for text figure 2B are:  D. autotrophicum (Desulfobacterium autotrophicum HRM2, gi|224367124); A. macleodii (Alteromonas macleodii 'Deep ecotype', gi|196154825); P. asymbiotica (Photorhabdus asymbiotica, gi|253987483); S. loihica (Shewanella loihica PV-4, gi|127510935); P. mirabilis (Proteus mirabilis HI4320, gi|197283915); S. glossinidius (Sodalis glossinidius str. 'morsitans', gi|85057978); A. salmonicida (Aeromonas salmonicida subsp. salmonicida A449, gi|145297124); A. hydrophila (Aeromonas hydrophila subsp. hydrophila ATCC 7966, gi|117617447); P. haloplanktis (Pseudoalteromonas haloplanktis TAC125, gi|77358982); V. vulnificus (Vibrio vulnificus CMCP6, gi|117956319, and YJ016 (gi|37678184); V. parahaemolyticus (Vibrio parahaemolyticus RIMD 2210633, gi|28896774); V. harveyi (Vibrio harveyi ATCC BAA-1116, gi|156972381); V. splendidus (Vibrio splendidus LGP32, gi|218708088); V. cholerae O395 (Vibrio cholerae O395, gi|147673035), and M66-2, gi|227080237, and Vibrio cholerae O1 biovar eltor str. N16961, gi|15640032), V. cholerae MJ1236 (Vibrio cholerae MJ-1236, gi|229606122); S. oneidensis MR-1 (Shewanella oneidensis MR-1, gi|24371600); S. sp. MR-4  (Shewanella sp. MR-4, gi|113968346, MR-7, gi|114045513, ANA-3, gi|117918459); S. putrefaciens (Shewanella putrefaciens CN-32, gi|146291111, and Shewanella sp. W3-18-1, gi|120596833); S. denitrificans (Shewanella denitrificans OS217, gi|91791369); S. baltica OS155 (Shewanella baltica OS155, gi|126172257, also OS185, gi|152998555, OS195, gi|160873126); S. baltica OS223 (Shewanella baltica OS223, gi|217971216); S. frigidimarina (Shewanella frigidimarina NCIMB 400, gi|114561188); S. sediminis (Shewanella sediminis HAW-EB3, gi|157373141); S. pealeana (Shewanella pealeana ATCC 700345, gi|157959830); K. koreensis (Kangiella koreensis DSM 16069, gi|256821228); E. ictaluri (Edwardsiella ictaluri 93-146, gi|238917983); S. piezotolerans (Shewanella piezotolerans WP3, gi|212632911); S. dysenteriae (Shigella dysenteriae Sd197, gi|82775382); D. dadantii (Dickeya dadantii Ech703, gi|242237460); D. zeae (Dickeya zeae Ech159, gi|251787652); B. thetaiotaomicron (Bacteroides thetaiotaomicron VPI-5482, gi|29345410); B. fragilis (Bacteroides fragilis YCH46, gi|53711291, and NCTC 9343, gi|60679597); B. vulgatus (Bacteroides vulgatus ATCC 8482, gi|150002608); C. pinensis (Chitinophaga pinensis DSM 2588, gi|256419057)
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