Table S2. Genes transcriptionally altered in response to MexT overexpression
	Gene No. a
	Gene name
	PAO1 mexT++ 
vs. 

PAO1 control b
	PAO1mexEF mexT++ 

vs. 

PAO1 mexT++c
	Protein description

	PA0079
	
	< 2
	-2.6
	hypothetical protein

	PA0080
	
	< 2
	-2.7
	hypothetical protein

	PA0082
	
	< 2
	-3.2
	hypothetical protein

	PA0083
	
	-2.2
	-2.0
	conserved hypothetical protein

	PA0084
	
	-2.2
	< 2
	conserved hypothetical protein

	PA0085
	
	< 2
	-2.3
	conserved hypothetical protein

	PA0087
	
	-3.2
	< 2
	hypothetical protein

	PA0088
	
	-3.2
	-3.2
	hypothetical protein

	PA0089
	
	-3.5
	< 2
	hypothetical protein

	PA0090
	
	-2.8
	-2.1
	probable ClpA/B-type chaperone

	PA0122
	
	-9.8
	4.3
	conserved hypothetical protein

	PA0126
	
	-2.9
	< 2
	hypothetical protein

	PA0143
	nuh
	< 2
	2.5
	nonspecific ribonucleoside hydrolase

	PA0165
	
	-6.5
	< 2
	hypothetical protein

	PA0277
	
	-5.9
	< 2
	conserved hypothetical protein

	PA0291
	oprE
	< 2
	2.9
	Anaerobically-induced outer membrane porin OprE precursor

	PA0399
	
	< 2
	3.4
	cystathionine beta-synthase

	PA0400
	
	< 2
	2.4
	probable cystathionine gamma-lyase

	PA0460
	
	3.1
	< 2
	hypothetical protein

	PA0563
	
	< 2
	-2.1
	conserved hypothetical protein

	PA0614
	
	< 2
	-4.1
	hypothetical protein

	PA0618
	
	< 2
	-2.8
	probable bacteriophage protein

	PA0619
	
	< 2
	-2.4
	probable bacteriophage protein

	PA0621
	
	< 2
	-2.1
	conserved hypothetical protein

	PA0623
	
	< 2
	-2.3
	probable bacteriophage protein

	PA0635
	
	< 2
	-3.0
	hypothetical protein

	PA0636
	
	< 2
	-3.0
	hypothetical protein

	PA0639
	
	< 2
	-2.8
	conserved hypothetical protein

	PA0852
	cbpD
	-9.4
	20
	chitin-binding protein CbpD precursor

	PA0855
	
	-4.1
	< 2
	hypothetical protein

	PA0958
	oprD
	-5.2
	< 2
	Basic amino acid, basic peptide and imipenem outer membrane porin OprD precursor

	PA0996
	pqsA
	-64
	95
	probable coenzyme A ligase

	PA0997
	pqsB
	-51
	72
	Homologous to beta-keto-acyl-acyl-carrier protein synthase

	PA0998
	pqsC
	-219
	241
	Homologous to beta-keto-acyl-acyl-carrier protein synthase

	PA0999
	pqsD
	-72
	86
	3-oxoacyl-[acyl-carrier-protein] synthase III

	PA1000
	pqsE
	-87
	76
	Quinolone signal response protein

	PA1001
	phnA
	-126
	95
	anthranilate synthase component I

	PA1002
	phnB
	-34
	23
	anthranilate synthase component II

	PA1069
	
	-3.3
	< 2
	hypothetical protein

	PA1151
	imm2
	-2.5
	< 2
	pyocin S2 immunity protein

	PA1317
	cyoA
	< 2
	2.3
	cytochrome o ubiquinol oxidase subunit II

	PA1432
	lasI
	< 2
	< 2
	autoinducer synthesis protein LasI

	PA1471
	
	4.3
	< 2
	hypothetical protein

	PA1656
	
	-5.0
	< 2
	hypothetical protein

	PA1657
	
	-36
	< 2
	conserved hypothetical protein

	PA1658
	
	-12
	< 2
	conserved hypothetical protein

	PA1659
	
	-5.7
	< 2
	hypothetical protein

	PA1688
	
	3.0
	< 2
	hypothetical protein

	PA1718
	pscE
	-12
	< 2
	type III export protein PscE

	PA1743
	
	4.8
	< 2
	hypothetical protein

	PA1744
	
	48
	< 2
	hypothetical protein

	PA1797
	
	2.2
	< 2
	hypothetical protein

	PA1869
	
	-54
	11
	probable acyl carrier protein

	PA1946
	rbsB
	-4.2
	< 2
	binding protein component precursor of ABC ribose transporter

	PA1970
	
	237
	< 2
	hypothetical protein

	PA2031
	
	-2.5
	< 2
	hypothetical protein

	PA2193
	hcnA
	-52
	11
	hydrogen cyanide synthase HcnA

	PA2194
	hcnB
	-32
	< 2
	hydrogen cyanide synthase HcnB

	PA2195
	hcnC
	-11
	< 2
	hydrogen cyanide synthase HcnC

	PA2231
	pslA
	< 2
	-2.1
	probable glycosyl transferase

	PA2232
	pslB
	< 2
	-2.6
	probable phosphomannose isomerase/GDP-mannose pyrophosphorylase

	PA2235
	pslE
	< 2
	-2.6
	hypothetical protein

	PA2358
	
	2.5
	< 2
	hypothetical protein

	PA2385
	pvdQ
	< 2
	3.8
	PvdQ

	PA2386
	pvdA
	< 2
	10
	L-ornithine N5-oxygenase

	PA2393
	
	< 2
	8.8
	probable dipeptidase precursor

	PA2412
	
	< 2
	6.2
	conserved hypothetical protein

	PA2486
	
	338
	< 2
	hypothetical protein

	PA2487
	
	4.6
	< 2
	hypothetical protein

	PA2491
	
	75
	< 2
	probable oxidoreductase

	PA2492
	mexT
	23.3
	< 2
	transcriptional regulator MexT

	PA2493
	mexE
	2033
	-1714
	RND multidrug efflux membrane fusion protein MexE precursor

	PA2494
	mexF
	1382
	-9.5
	RND multidrug efflux transporter MexF

	PA2495
	oprN
	340
	-10
	Multidrug efflux outer membrane protein OprN precursor

	PA2501
	
	< 2
	-4.7
	hypothetical protein

	PA2528
	
	3.0
	< 2
	probable RND efflux membrane fusion protein precursor

	PA2581
	
	-2.4
	< 2
	hypothetical protein /// tRNA-Cys

	PA2587
	pqsH
	-2.7
	< 2
	probable FAD-dependent monooxygenase

	PA2592
	
	-4.0
	2.4
	probable periplasmic spermidine/putrescine-binding protein

	PA2757
	
	-3.8
	3.8
	hypothetical protein

	PA2759
	
	72
	< 2
	hypothetical protein

	PA2774
	
	-2.8
	< 2
	hypothetical protein

	PA2775
	
	-2.2
	< 2
	hypothetical protein /// tRNA-Val

	PA2780
	
	-7.5
	< 2
	hypothetical protein

	PA2811
	
	34
	<2
	probable permease of ABC-2 transporter

	PA2812
	
	12
	<2
	probable ATP-binding component of ABC transporter

	PA2813
	
	20
	< 2
	probable glutathione S-transferase

	PA2883
	
	2.2
	< 2
	hypothetical protein

	PA3021
	
	-2.5
	< 2
	hypothetical protein

	PA3205
	
	11
	< 2
	hypothetical protein

	PA3206
	
	3.1
	< 2
	probable two-component sensor

	PA3229
	
	1789
	< 2
	hypothetical protein

	PA3294
	
	-2.2
	< 2
	hypothetical protein /// conserved hypothetical protein

	PA3326
	
	-75
	26
	probable Clp-family ATP-dependent protease

	PA3327
	
	-2.6
	< 2
	probable non-ribosomal peptide synthetase

	PA3328
	
	-7.7
	< 2
	probable FAD-dependent monooxygenase

	PA3329
	
	-5.2
	< 2
	hypothetical protein

	PA3331
	
	-26
	5.0
	cytochrome P450

	PA3332
	
	-18
	< 2
	conserved hypothetical protein

	PA3333
	fabH2
	-13
	3.7
	3-oxoacyl-[acyl-carrier-protein] synthase III

	PA3334
	
	-6.2
	< 2
	probable acyl carrier protein

	PA3476
	rhlI
	-6.3
	3.0
	autoinducer synthesis protein RhlI

	PA3477
	rhlR
	< 2
	2.2
	transcriptional regulator RhlR

	PA3479
	rhlA
	-3.8
	< 2
	rhamnosyltransferase chain A

	PA3484
	
	-2.2
	< 2
	hypothetical protein

	PA3488
	
	-2.8
	< 2
	hypothetical protein

	PA3530
	
	< 2
	2.5
	conserved hypothetical protein

	PA3557
	
	6.2
	< 2
	conserved hypothetical protein

	PA3562
	
	-2.1
	< 2
	probable phosphotransferase system enzyme I

	PA3575
	
	3.3
	< 2
	hypothetical protein

	PA3622
	rpoS
	-2.1
	< 2
	sigma factor RpoS

	PA3678
	
	-3.4
	< 2
	probable transcriptional regulator

	PA3716
	
	-2.0
	< 2
	hypothetical protein

	PA3724
	lasB
	-3.2
	4.1
	elastase LasB

	PA3729
	
	-2.1
	< 2
	conserved hypothetical protein

	PA3784
	
	6.6
	< 2
	hypothetical protein

	PA3785
	
	7.4
	< 2
	conserved hypothetical protein

	PA3850
	
	-2.6
	< 2
	hypothetical protein

	PA3904
	
	-2.7
	< 2
	hypothetical protein

	PA3905
	
	-8.4
	< 2
	hypothetical protein

	PA3906
	
	-4.4
	< 2
	hypothetical protein

	PA3907
	
	-4.5
	2.2
	hypothetical protein

	PA3908
	
	-4.1
	2.2
	hypothetical protein

	PA4141
	
	-32
	19
	hypothetical protein

	PA4175
	prpL
	< 2
	4.6
	Pvds-regulated endoprotease, lysyl class

	PA4211
	phzB1
	-7.7
	< 2
	probable phenazine biosynthesis protein

	PA4317
	
	-2.3
	< 2
	hypothetical protein

	PA4354
	
	11
	< 2
	conserved hypothetical protein

	PA4355
	
	9.2
	< 2
	probable major facilitator superfamily (MFS) transporter

	PA4356
	xenB
	6.3
	< 2
	xenobiotic reductase

	PA4489
	
	-3.1
	< 2
	conserved hypothetical protein

	PA4590
	pra
	-3.6
	< 2
	protein activator

	PA4623
	
	74
	< 2
	hypothetical protein

	PA4770
	lldP
	-43
	46
	L-lactate permease

	PA4771
	lldD
	-28
	70
	L-lactate dehydrogenase

	PA4772
	
	-7.0
	19
	probable ferredoxin

	PA4881
	
	751
	< 2
	hypothetical protein

	PA5112
	estA
	-3.4
	< 2
	esterase EstA

	PA5182
	
	2.4
	< 2
	hypothetical protein

	PA5183
	
	2.9
	< 2
	hypothetical protein

	PA5212
	
	2.6
	< 2
	hypothetical protein

	PA5220
	
	-6.3
	< 2
	hypothetical protein

	PA5561
	atpI
	< 2
	-2.0
	ATP synthase protein I


a Gene number from the Pseudomonas Genome Project (http://www.pseudomonas.com). 

b Fold change in gene expression of PAO1 (pME6032-mexT) compared to PAO1 (pME6032). Positive value means expression increased and negative value means expression decreased.

c Fold change in gene expression of PAO1mexEF (pME6032-mexT) compared to PAO1 (pME6032-mexT).
