[bookmark: _Hlk36793595][bookmark: _GoBack]Supplementary Table S2. Overview of the 50 putative ORFs in the genome of phage PMBT4 with their predicted function and the best match result in the databases using BlastP. 
ORF	Predicted function		Strand  	Position (nt)	Length 	conserved domain (acc.)		Best match BlastP [taxon]				E-Value		Identity % 
1	hypothetical protein		+	1..369		369   	terminase, small subunit (pfam05119)	hypothetical protein phiLdb_0004 [Lactobacillus phage phiLdb]	4e-83		99.18 	
2	terminase large subunit	+	359..2038		1680	Terminase_1 (PF03354)		putative terminase large subunit [Lactobacillus virus c5]	0.0		98,93	 
3	portal protein		+	2055..3269	1215	Phage_portal (pfam04860)		putative portal protein [Lactobacillus virus c5]		0.0		97.77 	
[bookmark: _Hlk36448786]4	head maturation protease	+	3259..3864	606	Peptidase_S78 (pfam04586)	-	putative ClpP protease [Lactobacillus phage Ld25A]		6e-142		99.00	 
5	major capsid protein		+	3867..5054	1188	Phage capsid family (cl27082)	-	putative major head protein [Lactobacillus phage phiLdb]	0.0		98.48
6	hypothetical protein		+	5072..5239	168	-				hypothetical protein F368_gp09 [Lactobacillus virus c5]	4e-30		98.18 	
7	head tail joining protein	+	5232..5528	297	gp6_gp15_like (cl12049)		hypothetical protein X813_gp09 [Lactobacillus virus LLKu]	2e-61		97.96  	
[bookmark: _Hlk86841838]8	head tail joining protein	+	5539..5892	354	Phage_H_T_join (pfam05521)		putative head-tail adaptor [Lactobacillus phage Ld25A]	2e-79		100.00	
9	hypothetical protein		+	5892..6323	432 	-				hypothetical protein LDB3_010 [Lactobacillus phage Ld3]	7e-99		100.00
10	tail terminator protein	+	6316..6657	342	-				hypothetical protein LDB25A_011 [Lactobacillus phage Ld25A]	3e-77		100.00
11	major tail protein		+	6672..7244	573	Phage_TTP_1 (pfam04630)		putative major tail protein [Lactobacillus phage Ld25A]	8e-134		98.95	 
12	hypothetical protein		+	7264.. 7614	351	-				hypothetical protein phiLdb_00016 [Lactobacillus phage phiLdb]	5e-77		100.00 
13	tail length tape-measure	+	7859..10765	2907	tape_meas_nterm (TIGR02675) 		putative tape measure protein [Lactobacillus phage phiGb1]	0.0		98.35
	protein
14	tail component protein	+	10777..11481	705	Sipho_tail (pfam05709)		putative tail component [Lactobacillus phage Ld3]		2e-167		98.72           
15	base plate protein		+	11478..11816	339	-				hypothetical protein LDB25A_016 [Lactobacillus phage Ld25A]	6e-75		98.21 	
16	glycerophosphoryl diester	+	11830..14460	2631	COG0584: UgpQ			glycerophosphoryl diesterphosphodiesterase		0.0		85.55		phosphodiesterase										[Lactobacillus virus LLKu]						 
17	antireceptor		+	14480..16363	1884	PblB (COG4926)			putative antireceptor [Lactobacillus phage Ld17]		0.0		84.52	         
18	hypothetical protein		+	16375..16734	360	PRK11281 (PRK11281)		hypothetical protein LDB3_019 [Lactobacillus phage Ld3]	7e-79		76.47	         
19	hypothetical protein		+	17029..17229	201	HTH_XRE (smart00530)		putative Cro-like repressor [Lactobacillus phage phiLdb]	5e-42		83.33            
20	hypothetical protein		+	17232..17402	171	-				-	  		         			-		-
21	hypothetical protein		+ 	17395..18018	624	-				hypothetical protein phiLdb_00026 [Lactobacillus phage phiLdb]	1e-119		81.02
22	hypothetical protein		+	18022..18291	270	-	         			hypothetical protein LDB17_025 [Lactobacillus phage Ld17]	6e-35		69.05
23	hypothetical protein		+	18288..18602	315	-				Initiation control protein YabA [Siphoviridae sp.]		9e-53		81.37     
24	hypothetical protein		+	18607..19212	606	-				hypothetical protein F368_gp28 [Lactobacillus virus c5]	3e-132		88.56	         
25	single-stranded DNA-		+	19202..19663	462	RPA_2b-aaRSs_OBF_like (cl09930)	putative single-stranded DNA binding protein		2e-97		90.85	         
	binding protein										[Lactobacillus phage phiLdb]
26	hypothetical protein		+	19673..20200	528	-				hypothetical protein phiLdb_00031 [Lactobacillus phage phiLdb]	4e-118		94.86	         
27	hypothetical protein		+	20346..20474	129	-				hypothetical protein X813_gp30 [Lactobacillus virus LLKu]	5e-20		92.86                 
28	HNH homing endonuclease	+	20471..20962	492	HNHc (cl00083)			putative HNH endonuclease [Lactobacillus phage phiLdb]	2e-112		93.25	         
29	hypothetical protein		+	20959..21324	366	RusA (cl01885)			putative Holliday junction resolvase			8e-78		93.39													[Lactobacillus phage phiLdb]	
30	hypothetical protein 		+	21626..21925	300	-				TPA: MAG TPA: hypothetical protein [Siphoviridae sp.]	1e-36		63.27	
31	hypothetical protein		+ 	22072..22224	153	-				hypothetical protein phiLdb_00036 [Lactobacillus phage phiLdb]	4e-25		98.80	         
32	hypothetical protein		+	22290..22610	321	HTH (cl21459)			hypothetical protein phiLdb_00037 [Lactobacillus phage phiLdb]	3e-62		89.42	         
33	hypothetical protein		+	22636..23397	762	HTH (cl21459)			putative DNA replication protein [Lactobacillus virus c5]	8e-122		77.47	         
34	helicase loader		+	23366..24181	816	P-loop_NTPase (cl38936)		putative DnaC [Lactobacillus phage Ld3]			0.0		96.31       
35	hypothetical protein		+	24316..24714	399	-  				hypothetical protein X813_gp37 [Lactobacillus virus LLKu]	2e-81		90.15         
36	hypothetical protein		+	24858..25046	189	-  				hypothetical protein LDB17_039 [Lactobacillus phage Ld17]	5e-34		100.00	         
37	hypothetical protein		+	25347..25568	222	-				hypothetical protein X813_gp40 [Lactobacillus virus LLKu]	4e-42		83.56	         
38	hypothetical protein		+	25555.. 25767	213	-				hypothetical protein F368_gp41 [Lactobacillus virus c5]	1e-41		95.71          
39	hypothetical protein		+	25767..25910	144	-				hypothetical protein phiLdb_00048 [Lactobacillus phage phiLdb]	2e-23		76.60         
40	hypothetical protein 		+	25972..26205	234	-				hypothetical protein X813_gp43 [Lactobacillus virus LLKu]	1e-42		83.54         
41	hypothetical protein		+	26205..26444	240	-				hypothetical protein LDB25A_045 [Lactobacillus phage Ld25A]	0.0		76.47           
42	hypothetical protein		+	26441..26689	249	NHL (cl18310)			hypothetical protein LDB17_044 [Lactobacillus phage Ld17]	2e-53		98.78
43	hypothetical protein		+	26674..27177	504	-				hypothetical protein F368_gp45 [Lactobacillus virus c5]	1e-97		92.31
44	hypothetical protein		+	27183..27356	174	-				hypothetical protein F368_gp46 [Lactobacillus virus c5]	2e-30		94.74 	
45	hypothetical protein		+	27562..27783	222	-				hypothetical protein F368_gp47 [Lactobacillus virus c5]	2e-35		86.30	
46	hypothetical protein		+	27900..28208	309	-				putative holin [Lactobacillus phage phiLdb]			4e-62		97.03       
47	lysin 			+	28201..29106	906	NHL (cl18310)			putative lysin [Lactobacillus virus LLKu]			0.0		95.68      
48	hypothetical protein		+	29374..29490	117	-				hypothetical protein F368_gp50 [Lactobacillus virus c5]	2e-16		94.74         
49	adenine-specific		+	29645..30418	774	ParB_N_Srx(cl28891)			putative ParB nuclease [Lactobacillus phage phiLdb]		0.0		98.83		methyltransferase
50	hypothetical protein		+	30480..31268	789	-				hypothetical protein F368_gp02 [Lactobacillus virus c5]	0.0		97.33
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