W CORA =

g/ﬁ%

Title A profusion of upstream open reading frame mechanisms in
polyamine-responsive translational regulation
Authors lvanov, Ivaylo P.;Atkins, John F.;Michael, Antony J.

Publication date

2010

Original Citation

lvanov, I. P., Atkins, J. F. and Michael, A. J. (2010) 'A profusion
of upstream open reading frame mechanisms in polyamine-
responsive translational regulation’, Nucleic Acids Research,
38(2), pp. 353-359. doi: 10.1093/nar/gkp1037

Type of publication

Article (peer-reviewed)

Link to publisher’s
version

https://academic.oup.com/nar/article-lookup/doi/10.1093/nar/
gkp1037 - 10.1093/nar/gkp1037

Rights

© 2009, the Authors. Published by Oxford University Press. This is
an Open Access article distributed under the terms of the Creative
Commons Attribution License (http://creativecommons.org/
licenses/by-nc/2.5/uk/), which permits unrestricted reuse,
distribution, and reproduction in any medium, provided the
original work is properly cited. - http://creativecommons.org/
licenses/by-nc/2.5/uk/

Download date

2024-04-30 22:13:42

[tem downloaded
from

https://hdl.handle.net/10468/5028

University College Cork, Ireland
Colaiste na hOllscoile Corcaigh



https://hdl.handle.net/10468/5028

Supplemental Data

Supplementary Figure 1. Previously unpublished conserved uORF sequences in the mRNA of AdoMetDC genes
from eukaryotes. The full species names are given on the left. The corresponding peptide sequence is shown in
the middle in single letter code. The RNA sequence is on the right-hand side. The consensus sequence in each
case is given below the alignment. Non-synonymous changes are highlighted in light blue, synonymous changes
in the RNA sequences are highlighted in gray. Absolutely conserved residues are indicated by “*” below each
alignment. The initiation codon is highlighted in green and the termination in red. A) The conserved uORF in the
5 leader of AdoMetDC in Pezizomycotina. B) The conserved uORF in the 5 leader of AdoMetDC in nematodes.
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Supplementary Figure 2. Schematic representation of the 5° leaders of AdoMetDC mRNAs with conserved
uORFs. uORFs are shown as rectangular red boxes. Their amino acid sequences are indicated above each box.
The “tiny” uORFs in plants are shown rectangular green boxes. Their nucleotide sequences are shown in front.
The beginning of the main ORFs are shown as rectangular blue boxes. Species names are given on the right. “b”

= bases
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Supplementary Figure 3. The nucleotide sequences of SpmSyn mRNAs surrounding the newly described uORFs
in vertebrates. The full species names are given on the left. Absolutely conserved nucleotides are indicated by “*”
below the alignment. The initiation codon of the uORF is highlighted in green and the termination codon in red.
The initiation codon of the main ORF is highlighted in light blue.
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Supplementary Figure 4. Schematic representation of the newly described uORFs in vertebrate SSAT mRNAs.
The discrete “uORF1” is shown as rectangular red box. The overlapping “uORF2” shown as rectangular yellow
box. The main ORF is shown as rectangular blue box. “b” = bases; “a.a” = “amino acids”
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