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a) Distribution of genes not detected in tiling arrays
180

160
140
120
100

80

Gene count

60

I-- —
q“e\
A g

N\ \ \ \ N\ N\ \ \ N\ N\ \ N\ N\ N\
6“*3““ %“'“‘» u‘:“'bw @“:\5% & »‘Q"& mo’w .\3‘» m“’““ ,‘g’% Q.\q’“& .‘9‘» “}\g% @.'ﬂ"’g sm."‘m“
W & & IC (G I O RGN I O

Genes not detected in tiling arrays

2500
2000
1500
1400
(Expressed genes, average)
1000
500
150
5 o5 5 = 5 5 5 5 (baseline)
0

Genes



